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3 || Terra PCR Direct Polymerase Mix 20% &<l

« 0.5hr~ 1.5hr 4= prep 28 22

o Ul Z/AE R2O28E Z2HIZ PCREE
< 70% O|A GCrrich EFHE 21H| 22 4

- Hotstart PCRZ A2 MY 715
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[HEAR] OFR2A, QZH AME, Celegans, 72| ‘ ’ :

(Xenopus), EB/RAR, TR (Leishmania), BIZMIE, \&,
Of7 [T, L, &, At BLIR, 077 Ak, 2Af2], ., -
212, U =
Type =9 Code 2% 2H|2PF ZmAZE
639269 40 3| 64,000 51,000
Terra PCR Direct Polymerase Mix 639270 200 3| 255,000 204,000
639271 800 3| 891,000 713,000
PCR Terra PCR Direct FFPE Kit 639284 200 3 582,000 466,000
Terra PCR Direct Genotyping Kit 639285 200 3| 582,000 466,000
Terra PCR Direct Red Dye Premix 639286 200 3| 291,000 233,000
Terra PCR Direct Card Kit 639287 200 3 582,000 466,000
638323 40 3| 145,000 116,000
gPCR Terra gPCR Direct SYBR Premix 638319 200 3 346,000 277,000
638318 400 2| 618,000 494,000
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Clontech PCR &4 A& 20% gtol

Q : PCREZE 80| 249! Z 2Tt k22

A . Advantage 2 Polymerase Mix (Code 639201), TITANIUM Tag DNA Polymerase (Code 639208)

x A BHE = DZR|AMIE{(TEL.02-2081-2510) EE= EH|0| R | (www . takara.co.kr) 2t

3 | RNA to cDNA EcoDry Premix A|2|Z

2 0 % EEI-?_I - Primer7t2| &= 25 Reverse Transcriptase 22| A
. RNAQ}DWE H o™ RT HES MIXH o2
« 8strip-wel2 74, A2 BE Jts

A=Y Code 2% 2HIZTE Am[ U7}

639541 48 3 364,000 291,000

RNA to cDNA EcoDry Premix (Oligo dT) 639542 96 3| 618,000 494,000
639543 24 3| 245,000 196,000

639544 48 3 364,000 291,000

RNA to cDNA EcoDry Premix (Random Hexamers) 639545 96 3 618,000 494,000
639546 24 3| 245,000 196,000

639547 48 3 364,000 291,000

RNA to cDNA EcoDry Premix (Double Primed) 639548 96 3| 618,000 494,000
639549 24 3| 245,000 196,000
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B || Lentiviral System AlY-S 2|5t Z!4~ OfO|Ed! < Clontech

Lenti-X Concentrator (Code631231)

Lenti-X HTX Packaging System (Code 631247)

- 2|2{512 S5t UH / Do
- EFALCHB] ZICH 258 Bloj2i2 At

- Clonteche| CtFst lentiviral vector2t

2|25} 2| /Ot EfAL vectortE A N
H8 s ERS

Lenti-X Maxi Purification Kit (Code 631233)

GravitytHA19 2 virus YR} &4 OlS.
high yield & purity
Elu

Add Lenti-X Concentrator
to clarified viral supernatant

Ultracentnfugatlon 20|

*IEH 1008 5= 7k

for 30 min
to overnight

Incubate at 4°C

Centrifuge
at 1,500 x g at 4°C
for 45 min

Collect pellet
and resuspend
in 1/10 to 1/100
original volume

Lenti-X GoStix (Code 631243)

s b8 =
Bind Wash
AEE Code 2=k 2H|ZPF ZHI| 917}
Lenti-X Expression System (Vector+Packaging Mix) 632164 1 Set 2,005,000 1,604,000
Lenti-X HTX Packaging System 631247 203 1,600,000 1,280,000
Lenti-X GoStix 631243 203 416,000 333,000
Lenti-X gRT-PCR Titration Kit 631235 200 3| 724,000 579,000
Lenti-X Concentrator 631231 100 m¢ 324,000 259,000
Lenti-X Maxi Purification Kit 631233 23] 410,000 328,000
TEIMEE / A M[SE AIS 2| AE= 0| R 2=
. [ | . I = |-o 17
2 M
B | Transfection 2= Mirus 24|52l rus.
P oV b o
- k2 Cytotoxicity & =2 Transfection &8
- &2l 7t JUEINEY
« Trans IT-20202 Primary cells, Stem cells, Insect cellsOIME =2 28 22 support@takara.co.kr
= Code 23 HS 227 |17}
MIR 5400 1Tmé 4003] 643,000 547,000
Trans IT-2020' MIR 5405 5X1me 2,000 3| 2,875,000 2,444,000
MIR 5406 10X 1 mé 4,000 3] 5,426,000 4,612,000
MIR 2300 Tml 5003 474,000 403,000
Trans IT-LT1" MIR 2305 5X1me 2,500 3| 2,110,000 1,794,000
MIR 2306 10X 1 mé 5,000 3 3,982,000 3,385,000
Trans IT-TKO? MIR 2150 Tml 1,000 ?I 736,000 589,000
MIR 2155 5X1me 5,0003] 3,278,000 2,622,000

'8k22 6 well plate, 2

O

822 24 well plate 7|12, " &
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712t B2 10 ZHESE Tet Inducible Expression System

B || Tet-Express Systems

o Al&SHMA—Tet-On/Tet-Off cell IneS F=2& LR gle
LSS RE—2AIZEBHO)| Z|CH 2342| 80% =Y

Pragse A Transcription
Promoter > —» » >

Tet-Express
\ Protein

S22 EE =0|7| 23l
functional test?} &t=2El
Clontech Tet System

Approved FBS(Code 631106) 2

HEY Code 2% 2H[RPPY Am[I7t
Tet-Express Inducible Expression System 631169 each 1,618,000 1,294,000
Tet-Express Inducible Expression System (Bicistronic Version) 631170 each 1,618,000 1,294,000
Tet-Express Inducible Expression System (with mCherry) 631171 each 1,773,000 1,418,000
Tet-Express Inducible Expression System (with ZsGreen1) 631172 each 1,773,000 1,418,000
Tet-Express 631177 253 360,000 288,000
Tet System Approved FBS USDA-Approved 631106 500 m¢ 499,000 399,000
Tet System Approved FBS, ES Cell Qualified 631158 500 me 709,000 567,000
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=0|2F(1~2 ng)2| total RNAZEE Full-length cDNA &M
B || SMARTer & SMARTer Pico PCR cDNA Synthesis Kit

+ SMART (Switching Mechanism At the 5' end of RNA Transcript)

- Single cell =2 =24-2F| RNAZ full length cDNA &4 7= S aRleeDNAISYnthesis
- FIt 8 ©A (T4x2], adaptor ligation, 34| &) 22 Starting . oA -
material
Type =Y Code g AH[ZPZF ZHmQ17} s":fi\::e' SMARTScribe MMLY RT
1
Marathon cDNA Amplification Kit adaor
First-strand 5 vanaasnsaaas poly A
RACE 634913  5CDNA 1323000 1,058,000 conptstrand = 2 sinae
SMARTer RACE cDNA Amplication Kit e
634923 108 1,343,000 1,074,000 equence.
SMARTer PCR cDNA Synthesis Kit
_ 634925 10 §| 1 ,385,000 1 ,1 08,000 Second-strand ; 4
cDNAZHS cDNA synthesis
SMARTer Pico PCR cDNA Synthesis Kit LoreH e
amplification
634928 103 2,158,000 1,726,000 or primor extension

SMARTer Pico Fluorescent Probe Amplification Kit
634931 103] 2,341,000 1,873,000 Full-length s

ds cDNA — ——
SMART cDNA Library Construction Kit

dT
Library 12t 634901 1Set  1,795000  1436,000 for reat-ime ‘7 \<\Afoﬁr2i’,‘§§s
=

PCR

Probe g4

In-Fusion SMARTer Directional cDNA Library Construction Kit

Next-generation Subtractive

634933 103 2,200,000 1,760,000 sequencing hybridization
. . . Direct gene RACE
llumia NGS SMARTer Ultra Low RNA Kit for lllumina Sequencing amplification
634935 103 2,453,000 1,962,000 Library

construction

TEIMEE / AME HIF 2 AEE SH0|A] -2

—



Protein-Protein Interaction &€& 2| gt Powerful Method

B || Yeast 2 Hybrid System - Matchmaker Gold

HAHZ 20% el

- 71 B2 Y2H citation=2 E55 Clontech?| 2|41 Yeast 2 Hybrid System
- Yeast SMUA| LA OIS ZSkst 4719 reporter2t 37H2| promoterZ false positivesS

=
. AlIX5 ing I2E=Z Mate & Plat Bait
o= O'_|- matlng = Li;r:ryVi:I ° Culflljre
(Y187) + (Y2HGold)
N BD=> < Reporter Genes
y : ' Aureobasidin A Resistance 0
\ Prey j RONONDNT™
‘> f\\ o-Galactosidase Combine overnight
i:‘i.’ RG> and plate
Histidine Biosynthesis
GAL4 DNA-BD —» ROSIDONT™ o A
Adenine Biosynthesis @
RDNORNDNTRS
GAL Promoter v
HEH Code 22t AH[2PZF ZHI[Q17}
Matchmaker Gold Yeast Two-Hybrid System 630489 Set 1,405,000 1,124,000
Make Your own "Mate & Plate" 630490 53] 2,184,000 1,747,000
Matchmaker Gold Yeast One-Hybrid Library Screening System 630491 Set 2,550,000 2,040,000
Mate & Plate Library - Universal Human (Normalized) 630481 Tmg X 2 885,000 708,000
Mate & Plate Library - Human Brain (Normalized) 630486 Tm¢ X5 1,805,000 1,444,000
X-alpha-Gal 630462 100 mg 263,000 210,000
YPDA Medium 630464 5009 177,000 142,000
Aureobasidin A 630466 1Tmg 305,000 244,000
Yeastmaker Yeast Transformation System 2 630439 Each 580,000 464,000
TEIMEE [ AHMIE AE 2| AEE STH(0|R] &R
Protein Purity?} 22 35tCtH
- CoPo| A2 o2 2 proteint &E HAH| Its
- 3502 20| 712] glof &2 BH R4
- CI¥Fst HA| 2H A2 J7ts: 6 M guanidin B4 2A
- 145 Immobilized Metal Affinity Chromatography 4-&
« 2400™ O|Afo| YHi Atz
1m¢ & 5m¢ FPLC Cartridges
HEH Code 22 2H|ZPZF ZHH|UZ}
Ty ——— 635502 25 mg 377,000 302,000
ta
etal Affinity Resin 635503 100 me 1,275,000 1,020,000
635506 25m¢ 455,000 364,000
TALON Superflow Metal Affinity Resin ! ' '
635507 100 m2 1,602,000 1,282,000
635601 107 188,000 150,000
TALON spin Columns H d d
635602 2574 368,000 294,000
ProteoGuard EDTA-Free Protease Inhibitor Cocktail 635673 10x 100 £ 173,000 138,000
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UVOIM 2E20|H =22 Protein Band &I 7=
B || nUView Tris-Glycine Precast Gels
2 217|d el 7|9l

NuSep

Experts in protein discovery

- UVOIIM 220|H Protein band Q1715
- Long storage life : 4 COflA 18 7H&
.+ 2 rangellM =2 252t Fo{H sile e
CHFSH Tankol| 2 CHSH Z32| precast gel |
- Invitrogen(XCell SureLock), Bio-Rad(Mini-Protean)=
7|2 Gel Tankof| H}Z 2 E7t5

[Z7]¥S = UV trans-illuminatordi| 22, protein band 2H1715]
10 cassettes/box % Acrylamide 10 well (50 x6) 12 well (30 10) 15 well (25 18) 17 well (20 10)
Miax Cassette 12 % NN10-012 NN12-012 NN17-012
10.0 c1x10.0 o 8-16 % NN10-816 NN12-816 NN17-816
Invitrogen Xcell Tank 420 % NN10-420 NN12-420 Universal cassette0 NN17-420
HE olo -
Mini Cassette 12% NB10-012 NB12-012 2= &% NB17-012
10.0cnx 85 cn 8-16 % NB10-816 NB12-816 NB17-816
Bio-Rad tanks 420 % NB10-420 NB12-420 NB17-420

T A HFeAEE SH0|R] -2

—T =

CHHZI0| 14 RunningZt 14 Transfer2 2|5t Buffer

LONZQ
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ProSieve EX running/transfer buffer

- CHH2I Run + blot < 30 minutes
« HZ gel systemO|Lt protocolZt S2t 7ts 10- 190 kDa
- MY 2B 7| YS -
ProSieve Color
Protein Marker
85
e . R -—
Prosieve®EX buffer [T — . (COde 50550)
41— T
- 135,000
Tris-gycine buffer | G 2 - : =
14— (m| 217
11— e
0 50 100 150 200
Minutes
Type Code H=E 2% 2H[2P7F 217}
o29A Gel 50617 ProSieve 50 Gel Solution 125mf 294,000 235,000
Precast Gel 59522 PAGEr Gold Precast Gel 4-12%, 10x10(cm) 10 Of 203,000 162,000
. 50550 ProSieve Color Ptn Marker,10-185kDa 500 0 169,000 135,000
Protein Marker
00193837 ProSieve QuadColor Protein Marker,4.6-300 kDa 2 x250 1l 281,000 225,000
Loading buffer 00193861 Prosieve ProTrack Dual Color Loading Buffer 5ml 98,000 78,000
Staining 00193862 ProSieve Blue Protein Staining Solution 114 344,000 275,000
BUffer 50879 AccuGENE 10X Tris-Glycine Buffer 12 112,000 90,000
50880 AccuGENE 10X Tris-Glycine SDS Buffer 12 112,000 90,000
.y 00200307 ProSieve EX running buffer Q& 14 230,000 184,000
Z04B -
semRdner 00200309  ProSieve EX westernblot QD 12 205,000 164,000
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imagine more from Jess™

[A17]& SPIA(Ribo-SPIA)E 0|25t 5212 RNA X

B || NuGEN 21217|d M= etol

22 ME2 NGS, Microarray, gQPCRS ZH|SICHH,

Ribo-SPIA® Whole Transcriptome Amplification Process ——— SP|5(Ripo-sp|A)7I$% S2EES 8
Total RNA o St RNA Ampllﬂ_catlon 7|=¢! Llcf,_ o] 7|§§ o|lgst
ARARRARAAR. ™ FFPEQ} Z2 MY El ME2 OIE3lM = Microarray,
i ———re— wNéaTdT;r;EglﬁyA) Next Generation Sequencing(NGS) A2 & 4 QI
First Strand cDNA Synthesis B Revorss Tanscripiase STt NUuGENO|IA= RNA Amplification & 2f
First Strand cDNA platformO| 2 modifyet = U= HEB7HA| 25 A5
—yyrve— —Irovvvesttegu 3t BTt

N N O[] A4Z0f AEISIO| NGSE 22 qPCR, Microarray

Second Strand cDNA Synthesis @ DNAFoymerase AEIR| 2L EXHMIR.

Double-stranded cDNA

2pAst 20| Ci7fatRz|of MAHR|UAIE] (02-2081-
" RNaseH 2510)2 H2=M|12.
@6 DNA Polymerase
Ampilification Cycle " SPIA Primer (DNA/RNA)

%% ;am;ﬁ%

NuGEN Technologies, Inc.

[NuGENZ®] Ribo-SPIA technology]

(22 ]
= Code HEY 23
3100-12 Ovation RNA Amplification System V2 12 rxns
RNA Amplification 3302-12 Ovation Pico WTA System V2 12 rxns
3312-24 Ovation PicoSL WTA System V2 24 rxns
- WT- jon FFP V.
FFPE 22 RNA Amplification 3400-12 Ovation FFPE System V2 12 rxns
3403-12 Ovation FFPE WTA System 12 rxns
Affymetrix GeneChip arrays Z-€ modifying kit 4200-12 Encore Biotin Module 12 rxns
7102-08 Ovation RNA-Seq System V2 8 rxns
NGS RNA Amplication 7150-08 Ovation RNA-Seq FFPE System 8 rxns
9030-08 Ovation Prokaryotic RNA-Seq System 8 rxns
300-08 Encore NGS Library System | 8 rxns
300-A01 Encore NGS Library System | 96 rxns
lllumina NGS Z-& library system l ry L
301-32 Encore NGS Multiplex System | 32 rxns
301-A01 Encore NGS Multiplex System | 96 rxns
0306-08 Encore NGS Library System for lon Torrent 8 rxns
lon Torrent Z-& library system e o
0307-32 Encore NGS Multiplex Library System | for lon Torrent 32 rxns
- ion WGA
Whole genomic DNA Amplication 6100-12 Ovation WGA System 1200
6200-08 Ovation WGA FFPE System 8 rxns
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Cloning= Clontech!

B || In-Fusion HD PCR Cloning A|2|Z HAIZ 20% &tol

1. PCR == 2. In—Fusion Hk2(15

Vector L)

= o 207t gie
SO T LT Ekstel L L
. AN P Lo
xﬂ\%’%;gg — > K W ZIN N ;gl
B » InFusion &4 D »
£%| Vecter Et
Tyep HEY Code 2F A Cells 2H|ZPF 17t
639645 103 NS ) 336,000 269,000
In-Fusion HD Cloning System 639646 50 3 NS @ 1,451,000 1,161,000
639647 100 & NS ) 2,451,000 1,961,000
639636 103 CE o) 336,000 269,000
In-Fusion HD Cloning System CE 639637 50 & CE o) 1,451,000 1,161,000
639638 100 & CE o) 2,451,000 1,961,000
639648 103 245,000 196,000
In-Fusion HD Cloning Kit 639649 50 3 1,110,000 888,000
Liquid 639650 100 & 1,965,000 1,572,000
639642 103 0 295,000 236,000
In-Fusion HD Cloning Kit w/Cells 639643 50 3 o 1,328,000 1,062,000
639644 100 & 0 2,360,000 1,888,000
639639 103 NS 295,000 236,000
In-Fusion HD Cloning Kit w/NS 639640 50 3 NS 1,328,000 1,062,000
639641 100 3 NS 2,360,000 1,888,000
639633 103 CE 295,000 236,000
In-Fusion HD Cloning Kit w/CE 639634 50 3 CE 1,328,000 1,062,000
639635 100 3 CE 2,360,000 1,888,000
639684 83 NS ) 289,000 231,000
In-Fusion HD EcoDry Cloning System 639685 8 3|x3 NS ®) 797,000 638,000
639636 83Ix6 NS ) 1,571,000 1,257,000
Drydown 1 £ 5ion HD EcoDry Cloning Kit 639689 8l 236,000 189,000
639690 83Ix3 627,000 502,000
In-Fusion HD EcoDry Cloning Kit w/Cells 63978 _8§| © 289,000 231,000
639679 83Ix3 ) 797,000 638,000
PCRE4  Advantage HD Polymerase Mix 639241 200 & 274,000 219,000
“NS : Nucleo Spin (column) CE: Cloning Enhancer “S7tMEE / AMist HlIF2|AE= 0| A| =
Ci512}3a 2|OH[o| | T 2 (F)
TaHaRa xjoie TRMIHH0IS () (MR, 91 7)) 02-2633-7114 @) 2Rmi0lo (M &%) 042-471-6666
HE (Z) OfAQHM (M2, 21, 7)) 02-1644-5778 () ChSkafet (A SAF Ae)  051-247-2875
cH2|s LRI (T, 7)) 053-381-3611 ofRiHoIR (X12F) 055-761-1036
(&) Msime (F=) 063-227-3700 () ZiMollAQior (7 Xl 062-672-7631

(&) A (KEF) 064-722-6707 Oll=H=lA (22 033-244-6969




