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TR T A[AH

2] Cold Shock 237

pCold®vector A|2]=

HEY HIZ=AL TaKaRa Code 2 71

pCold Vector Set TKR 3360 1set (25 u) 1,631,0002

pCold | DNA TKR 3361 25 ug 583,000&

pCold I DNA TKR 3362 25 ug 583,000&

pCold lll DNA TKR 3363 25 ug 583,000

pCold IV DNA TKR 3364 25 ug 583,000&
sHZE -20¢ = pCold | DNAQ| 1=

s HEMLY

LY Cold Shock X} cspA2| promoter M2} 5' H| #19f 2042 0|25
MZ2 CHHEZA 9b5{ A|AEIO|C cspA promoter?| SHRol= L1 K ofst |
2|8t lac operator7t £121=[0f QICH = vectorE 0|2310] H202 WU R
SoZM, =7 YT Faf thEo| BHMo| Ar|=|n] =X CllAols 1g 8
2 22 7 U0t 7IEC| thET UEA |9t vl wstof WEZko|Lt 71840 Bt
27/ = ot

pCold vectoroil= TEE* M, His - Tag MY, Factor Xa HCt A&do| R0
w2t 4 ZF9] vector pCold I~IV7} A0 EXof| X5t Z[H 2l vectorS MEY
ERai=

*Translation Enhancing ElementQ| 2x}IZ 81edg E£ZI5H= 7|

olr
o

ZHEe,

rr

TEE MY His - Tag M2 | Factor Xa A&t M
pCold | DNA o o o
pCold Il DNA o o) X
pCold Il DNA o X X
pCold IV DNA X X X
=
L B2 NN BB S CTO| o] H0h £7 CIIF L) T 0l 60%
ool
B 20| 34 1 TTAOIM S WlslR| 2= e CisEol walo| Jks

- 7HEN EEol B TTA M E 284 Wo[QloL, B2 THkEo| 7+
A dks] 2R CHEEIO| soluble EH80fl= Chaperone Plasmid Set (Code
3340), Chaperone Competent Cell BL21 A|2|= (Code 9120~9125)Z 0|2

- S Al He| - 55 THEEZI0| Z|CHE Al THEZEIC| 90% O|M0|2E,
S50l HAo| 7ts

- ZEE2 57 ME TS thE T Festes cspA promoterd]| 2fsl FAlE|2
2 BE HHAE SFE MBIt

cspA 3'UTR
multiple cloning site
Factor Xa site

His -Tag

TEE

cspA 5'UTR

lac operator

CcSpA promoter

pCold | _
(4,407 bp) 8

=
2

ColE1 o

ey

= ALZ 49 F9|

pCold vector= New Jersey o|nfx|njCiSt2EE] 2l0|MAS o} Taka
ra BiooM M= & EHHE SIUUSHICE 2 ME2 o7 SHoZRT ALE
S7tE HELICH 2 HE =2 2 MES o238 MXE AS Aol
SHOZ AEE A0z Y &Y 0|8 AlUS AMZsHol&HCt £ =2
HZol 74 B Ex 1 F=A A 0|5 MZEE A2 MARA L= (F
2 HHE, Ehof) 2 o AEUICE

HE 72 Alols HS2E 2to|MA SojMof 2L AlES 7|t =
Al AIZ MBS FHAIR. 2 SeM7t HREX| oM HE &5
7+SSIERE FoISHAI7| HIZLICE 2to|M A0l ChEl Zol= SAZE 2|H
OISHA|7| HERHL|CE,

AO ML Mo
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Pro S2 Tag &% &4 WE

pCold® ProS2 DNA

A=y HIZAL TaKaRa Code 2 74
PCold ProS2 DNA TKR 3371 25 ug 1,049,000%4
" HZE -20%¢ = pCold ProS2 DNA :Z=

" HENY

pCold ProS2 DNA= J2ts4 MoMUMT Myxococcus xanthus 22
Protein SE soluble tag2 Al&3sl= MZ2 pCold vector Al2|=0|Ct, 173
JHe| ofo| =it E FAE Protein Si= Myxococcus xanthus7t Eash=
EX}O| 2|Ztof| ExfjstH o< P el soluble THkEo|Ct, Protein SQ|
NTD (N - terminal domain)S MEZZ 27 21Z st ProS2 tag (2F 23 kDa)S
=SR] N-UEh| 88 - WA S8 B0 oYY, 71248
SHAIAIR 5= QCh 3 SYETl0| A XHE0| 5| TR0 SXEhy
Z! 220} soluble tag (ProS2)E 22X o2 22|18 4= UCt,

£ vector0fl= cspA promoter 5172| 5 UTR 2} Translation Enhancing
Element (TEE), His tag, ProS2 tag, multicloning site (MCS) 50| H{X|=|0]
QACE. TEEE S ETU510] His tag ‘Lol EHAEO| FH|off RESiCt 8
promoter 5120 W2 22 5tA| M| o{5H= lac operator7t EE=|0f QICH
EESH ProS2 tag?t MCS Afoloi] HRV 3C Protease, Thrombin, Factor Xa
214 Mo| 2lof LH & S8 B tagE MY & U7, CIE
pCold DNA Alz|=2} O}E7IX|2 CHEHTC| promoterE ARSI Q47|
Sof| 2ol hRFRE $F2 088 & ch.

Cold Shock vector Al2|Z0| &S CHEA UH 52{1} ProS22| soluble
teg 7152 7Kl pCold ProS2 DNA £ 0[Sl £&A| Ehia el -

HMAE F= 5 Uk

cspA 3UTR
Multicloning site
Factor Xa site
Thrombin site

HRV 3C Protease site

e

cspA promoter

pCold ProS2 DNA
(5,025 bp)

ColE1 ot

m ALZAO| F9|

pCold vector= New Jersey O|nfX|TiCiSt22E 2lo|MAE o} Taka
ra BioollM MZ A EHIHE StIUSHLCE 2 MES o7 SHIZ0 A
S{71E HtSUCE 2 ME =2 2 MES oIS M8 2 &gzl
SEHOZ AEE 20z B 4 0| A S MHoHof giCt, 8,
2 HEe 74 B2 = 1 R4 Y 0|E 08stod MZE 22 H3Ktof
A S (P2 uiE, Eof) g 4 glEu

HE 7 Alols E2E 2lo|MA oMo 2o Ates 71st
Al AR MSal FUAIL, 2 SeMIL HRER| oM ME &
7VSStEE FolstAl7| HIZLHICH 2to|MA0) thst 2ol= SAtE
OI5tA|7| 2| e,

ol _-|0I-

Da el
L=y
HO ML HO

!
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TF tag 5% 23 9H

pCold® TF DNA

= HMZAL TaKaRa Code 2 713
pCold TF DNA TKR 3365 25 ug 1,129,000¢
= HZE 200 = pClod TF DNA 9| 2+
= GenBank

Accession No, : AB213654
= HEMY
pCold TF DNA= E.coli Chaperone®| 2&QI Trigger Factor (TF, X2k 48
kDa)Z soluble tagZ 5H= Fusion Cold Shock &ked vectoro|Ct, pCold DNA
@} ORRIZFX|Z E.coli Cold Shock R L] GHLtel cspA REXLC| promoters
0|5t om, cspA promoter 5HZ0f 5" untranslated region (5" UTR),
Translation Enhancing Element (TEE), His-tag M€, TF tag M, MCS (multi
cloning site)7+ Bi|=[0f QAT EE5H promoter sHROl= LH S HAsHA| H|of
517| 28t lac operator7t Abel=|o QUCH TF tag?t MCS Ato|ofl= HRV 3C
Protease, Thrombin, Factor Xa Q1AM 0| 10] 5] & g6 CMEIO| tagE
M|HAsk=d| o|8E = UL,
Cold Shock hsi A|AEIS K 20{A L&
of B BH0] ofx|E|of B Chmo
7

9| E.coll &54A| 2 H| wotH LEiatn

TFQ| soluble tag 7|5 & chaperone 7|22 Qlsl| X|Z27HX| £540] of2{ =
FHRIZ 315 =2 S22 soluble THHZIZ SSIA1Z! 2= QlCt
= 53

- dk5d 2l=20| sk TF tagQ] &t T7ALt 79| pCold waA ol gt
Fi51X| LT CHR20| THHE esio| 7ts

- 713 el gk - TF tage| Zatol| o T7|LH ST2
Mz 284 Lot (iR R chEo| 7840z Y

- ZHCtst MH| : His tags 0|83l ZITtel 88 CHHES MME = o1, &
M| Sol= 3 ZR9| protease 0Of| 2JsH tag MBS M| H 757,

- BEI2 53 AB IS ¢ Ecol 7242] cspA promoterdl| 2Ja At 22 7
ol BE Ecoi ESFE ME TS

pCold &40

a3

) 25 chlol maps TFojo] AR OR ols) At $0E TF} 2x Ciemoly

Z2|=(X| = ZP7t UBHC

csph AUTR
Muttiple: cloning site
Factor Xa sila
Thrombin sile

HRV 3C Protease site
Trigger Factar (TF)
His - Tag

TEE

csph FUTR
fac oparator
5ol promoter

pCold TF DNA
(5,769 bp)

Calgt ot

m ALEAO| F9|

pCold vector= New Jersey O|ox|iCiSt2EE] 2l0|MAS o} Taka
ra BioollM M I EHOE stRJUSHCE 2 HMES o7 SHZ0H ALE
SI7IE HtEUHC) 2 HE 22 2 HES 0|8l =8t s Aol
SEOZ ANEE A0z Y & 0|8 A4S AMZsHofHCt £ 2
HES M 22 £= O FA Y 0|5 HZEIUS MAXA L= (R
Z I, Eof) 2 5 s

HE T Alols HEE 2to|ldA SoMoll 2R Algs 7Ie =, F&
Al AR M Sel FUAIL 2 SeIM7t HEEIR| ol HE E5i7t =7t
SOIEZ FOISHAY| HIZILICE 2lo[MA0f ThEt 2ol Sz 2y 29

SHAZ| HHLCE
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Single Protein Production system (SPP system®)

HEY HIZAL TaKaRa Code 22 714

SPP System Set TKR 3366 1 set 2,236,0008
SPP System | TKR 3367 1 set 1,118,000¢
SPP System I TKR 3368 1 set 1,118,0008!
SPP System Il TKR 3369 1 set 1,118,0008!
SPP System IV TKR 3370 1 set 1,118,00084

. Ui = HEAY

SPP System Set (Code 3366) Single Protein Production (SPP) A|AEI2 0|2 New Jersey 2|2}x|zjclsto]

Cold Shock Expression vector for SPP 2490 ug Dr. M. Inouye 20| 7iekst 7|&ZE, E, coli O FHEE! MazF7| THU71=E RNA

System pCold | - IV (SP-4) DNA (0 5ug/#) 9| EF MY (ACA)Z 2lAlsiM Hitst= 224 (MRNA Interferase)2t= A2 0|

MazF (mRNA Interferase) expression 05 u 23j0] % F2fol ChIE WS ofFsln 25 ChiAo| wainke 58K 0

plasmid pMazF DNA (20 ng/s) 2 AAJsH= 7|20\

Positive Control pCold | (SP-4) 02 ug

envZB DNA* (20 ng/ )

* Expression plasmid prepared by inserting ORF of E. col-derived protein envZB without
ACA sequence into pCold | (SP-4) DNA Estimated molecular weight of expressed

protein 19,6 kDa

SPP System | (Code 3367)

Cold Shock Expression vector for SPP
System pCold | (SP-4) DNA

MazF (mRNA Interferase) expression
plasmid pMazF DNA

Positive Control pCold |

(SP-4) envZB DNA

SPP System Il (Code 3368)

20 ug (0.5 ug/m)
0.5 ug (20 ng/ut)

02 ug (20 ng /)

Cold Shock Expression vector for SPP
System pCold Il (SP-4) DNA

MazF (mRNA Interferase) expression
plasmid pMazF DNA

Positive Control pCold |

(SP-4) envZB DNA

SPP System Il (Code 3369)

20 ug (0.5 ug/r)
0.5 ug (20 ng/s)

0.2 ug (20 ng/ut)

SPP A|AEI0|M= ol| ettt MHS RIS A LUFA|F |2 = FEIAL LS| ACA
MES ACARL= CIE MZE X8 MazFQt 87 USA|IZICH CHEES| =3
CHHES| mRNAE= ACA ME 7HX| 1 Q7| thZofl MazFof ofsl 2sli=|of 41
T 0| Ani|=[X|oH ACA M o] gl =& CHEE REXIC| mRNA= HTH
=X 20 SA CHIE USi0iS @ 2M0E TIMAIZ & QUCH 2 AIAHEE2
Cold Shock 25 vectorE 7§ =510] AFR3S}7| 20| 2 CHHEo| S& dsy
oLt SQRIA EX|of| Metsict SkALe| 7|& Cold Shock 218 HIE{HZE =2
A CHHEO] 20|80l S| FX|7t 7HSoX|TH SPP AIARI2 =5 0]2[2

Ei w30] OIS o|0f S5 EE0) chsh 315 Of 52 UH RE, 52

=
HX| 285 7|tg & Qlot oigh S CFo| matM e wsizko| Cold
Shock 254 vector THEH| 2L SOIX|= Z7} UL

SPP System Al2|= HZF0fli= TAIGA LH2| ACA MIES CHE MY=E X|&kst
SPP A|AEIZ Cold Shock 2#d vectorl Xekst wsizbs x| &sh= MazF
expression plasmidZ} Z&tz|0f ACt Cold Shock expression vector for SPP
System2 Cold Shock expression vector?} OFAZLX|Z TEE (translation
enhancing element) HiE, His tag A2, Factor Xa AEH Mo| K27} CIE
pCold | (SP-4) DNA~pCold IV (SP-4) DNAR} Z2 4527} QIOE 2 ZXof &t

7| MEdEh 4= qlk

m SPP System2| 2I2|

Cold Shock Expression vector for SPP
System pCold Ill (SP-4) DNA

MazF (mRNA Interferase) expression
plasmid pMazF DNA

Positive Control pCold |

(SP-4) envZB DNA

SPP System |V (Code 3370)

20 ug (0.5 ug/r)
0.5mg (20 ng/«)

0.2 ug (20 ng/ut)

Cold Shock Expression vector for SPP
System pCold IV (SP-4) DNA

MazF (mRNA Interferase)

expression plasmid pMazF DNA
Positive Control pCold |

(SP-4) envZB DNA

m HE -20¢
m GenBank

Accession No,
pCold | (SP-4) | AB248600
pCold Il (SP-4) | AB248601
pCold Il (SP-4) | AB248602
pCold IV (SP-4) | AB248603

20 ug (0.5 ug/r)
0.5 ug (20 ug/m)

0.2 ug (20 ng/ut)

Host 0| chifZ 2 el £|x| ghect

Hostgenome Host mRNA ACAME Fet
e s ACA vann

(ACAM % Z )

~nns | ACAvann

MazF

. MazF SFIx} . §< -<
pMazFvector (mRNA Interferase) /3
ACAME S %8 - oo

(ACAN & & &) ACAMY Z881%) 218 ACAMY S }zg‘tXI gropt

SPP System™g Hehshx| gt
wVector

l

SECE U

EAof HE| : S5 HEHO0| Z|HZ 90% Ol47HA| HFStER
2

= =
- ZL2 =F A8 7ks ¢ Ecoli R22] cspA promoterE Soff TALE|22 A
Ol RE IAAS =T & AF27}s, 2t co-expression 5= pMazF DNAZ}
MEH O}7{2A] chloramphenicolE ALZ317| T2 chioramphenicolljAS
HEHH= CHE T (Rosseta S)2 ST Z A8 + 812
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= pCold A|2|=9| X

pCold | (SP-4)

(4,407 bp)

Colg1 oft

pCold 11l (SP-4)

% (4377bp)
o

cspA IUTR
multiple cloning site
Factor Xa site

lac operator
€spA promoter

espA 3'UTR
multiple cloning site
TEE

cspA 5'UTR
lac operator

cspA promoter
'

3'UTR
multiple cloning site
HisTag
TEE

cspA 5'UTR
lac operator
cspA promoter

pCold 11(SP-4)

(4,392 bp)

cspA 3'UTR

- multiple cloning site
cspA 5'UTR

lac operator

cspA promoter

pCold IV (SP-4)

(4,359 bp)

Colg1 o |

. Factor Xa

TEE M His-Tag M S
pCold | (SP-4) DNA o o o
pCold Il (SP-4) DNA o o X
pCold Ill (SP-4) DNA o X X
pCold IV (SP-4) DNA X X X

* TEE : translation enhancing element

m MazF 2+&d plasmid pMazFo| 7+

lac promoter )

pMazF
(4,812 bp)

pACYC S

PPTEYCE S
pCold vector= New Jersey 2|nbx|niCiSt22E] Blo|MAZS Hiof, Taka
ra BiooflA] M= I #OHE StAUSHCE 2 MES2 7 SHSZ0 AR
S7tE BUEULCE 2 HE =2 2 MES olSah M= AS AgdRel
SHOZ MEY 0= Y= 4 0|8 A2 AZsHokRt|CH =8 2
HEZS| 74 £2 = 1 7=A R 015 MZEIHS MakxtolA L=
2 b3, Ehof) & 5 iEH

HE 7l Alolls H=2E 2lolMA oMo 2R AlEE 712
Al 2AZ HEo FUAIR, 2 SM7 HREX| R NE &
7HSSIEE FolstA|7| HigtL|ct 2lojdAof thEh 2ol= EAZE
OSHA|7| HFZIICY,

T

o
ol

balell
o N N
Ho M Ao

J
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Human Cell-Free Protein Expression System

= HMZAL TaKaRa Code 2 1A
Human Cell - Free Protein Expression System TKR 3281 103 4440008
u LY (library H|Z} 103 2) 120
Cell Lysate 100 9 100
Mixture-1 60 u g /./-_./F
Mixture-2* 10 2 80 ,,
Mixture-37 20 u .r-‘: 60 - mixwre-g(i)
T7 RNA Polymerase (200 U/ ) 101 2 0 / + Mixture-2(=)
pT7-IRES Vector (0.5u/ ) 20 1 3 " /
Control Vector® (0.3ug/ #) 5u M * * * —
" AKE AHO| SoiM WHSOR HERA 55| M2  HIZ AIBEICH T3 ALE S0j= 0 . .
ZA|-80C oA EHBIC) 0 1 2 3 4 5 6 7 8
58 Bzl SHBHol Lol MERSH Hol| StoL, Hs3 8 2xst0] Time (hour)
et s HEsich 11212, p-Galactosidase@| A|7F Z 10| 2 LhAln} B{0d =740 X} (Mixture-2)2| S}
“ Mixture-2 9 Mixture-3 ERUAIS 513 QICt, T8 iyt S TiEo| MEkS 9
5= A2 mlslof St Mixture-20] L &tz|= HHE A ofi= HN-Tago| 21 7t=|of QICt
“ § -Galactosidase R X7} E&H=|0f Q\Ct, = Vector Map
= HZE -80¢
N EMY T7 ter
Human Cell-Free Protein Expression Systeme human M|ZF FE{2] M2 F= MCS A3 Amp'
ZHS 0|23t cell-free THHHA 1A A|ABIO|CH 2 A|AEIO| cell lysatedl|= in '
viroof B B0 B2 24F ol (2l WA, MPIRL RNA s pT7-IRES
7} Z2st=|of QICt 0] cell lysated]| 2X XIS SZLAIZ] pT7-IRES Vector,
T7 RNA Polymerase, Mixture-3 (ATPED} 00| .- AK2) Mixture-2 (HAZ2t0l (3.355be)
hSS AIITH ol st Z2EEZR siLte] FE LHoA RNA FAoIA{ T
BHZ] SHMTIX] |2 = QULCH, Prr
pT7-IRES VectoroiA] MAKEl= 28 SMX} RNAG|S CHHE H{oisfA|S £XI
517| 2l IRES MZ0| £7t=|0{QUCt, E5t S Mo H7t=l= WY ZZ 21X} ColeLori
‘— E.H:IHXI :IMO Ilol—lol‘ll. EAlOﬂ =& /éil.Ell_ cell Iysate TI'EHol H-|01 7HA| u RE
SIXIZ MBI Efol0l HRIAS SRS 2271 Sirk 0je) 28 HolEE 5 - LEAK R Bt
Lazof o3 2 AR F2Hol ERF col-free T BrAlzo| 2 -7IS4 tdol eu
OlgiEt S BHEO| HHAED SAI0] 150 KDaS ZHts EistEo] B -S4 Hgdol ga
= S8 JHS3ICHs %2 Holseict -CONA gZ0] 22H2l 2
E A|AHI2 single-step HH2H|1E 0|&3}01 high throughput THEHZE! SHAI 09| - Cd /o de HE 24
S8} MHES 0[S WHAOIIE BIM0| Of21 57 MES MET yE  ~HUB/DNALS RS A
lsoll 28t 0J3ks =4 Szl ol 0188 $& Th EE 0l = s
A
) ) ML
m License Notice : [L39)] o
>
[ >
o

w2y olxjof ofst

' siepiAloIxjol jErast
N

IRES Mol 2|5t SAFEAL
Cell Lysate = VT
Mixturel-3, RNAS R w1t A 21

T7 RNA Polymerase

\1 \/ IRES7} ML El

SN AL RNA

[ IRES_VAVAVAVAN
=
32¢
1~BAI1ZH 22&
\J/ Tl $1M0j ofst

@ wief 4] elxjo etz

12! 1, Human Cell-free Protein Expression A|AE! 7§
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B subtilis Secretory Protein Expression System

= HMZAL TaKaRa Code 2 1A
B, subtilis Secretory Protein Expression System TKR 3380 103 830,0008

u LY (library H|ZH 10 3]&)

SP DNA mixture (0,032 pmol/#) 45 1
PBE-S DNA (0.5 #g/#)? 20 m
B. subtilis RIK1285 (glycerol stock) * 100 4 x2
" In - Fusion cloning&2| 173 7IX| B, subtilis £H| signal peptide DNA

2 & Ak TE buffer (pH8.0)

* Marburg 168 derivative: tpC2, lys1, aprE 43, nprR2, nprE18

= HZE -80¢

SP DNA mixture 2 pBE - S DNA= - 20°c 0| M XZ0| 7h=8H|Ct,

n M EMY

Bacillus subtilsE =32 sh= T CHEEZIO] AL soluble 261 2 24| 2t
Bof| FojuiCh £3] S-SZgnt 22 22X AXE JHX|= T A =2 o|
L}, 8t &S ST 20t LA k= =2l endotoxinO| Aot THEAL Zof|
=2I5IX| 4=Ct, o2t FF 0| = HHHoY|, 0| THEZE| 2H| 522 signal
peptide EFI0f| 37| Y&S FChe= 0| T, Eggert 150 Qfslf 211 UL,
TaKaRa Bio= B, subtilis?| 2. 8%l 2H| wéi|9| &1} AFE|LS 2/st
AAEIS JHEstICE 2 A[2BIOME B, subtilis 22| 173 SF2| 24|
signal peptidedi|A] =& CHKEIC| 2H| L5i0f X155t signal peptideE 22|
=l Sl= 70| 71s3ict, B2 B, subtilis plasmids S/} CHErs| M7 2
off B. subtilso|M2| plasmid T&0| 22tsiChE 2X7F URIT &2 AJAHS]
PBE-S DNA= E. coli @+ B. subtilis 2| shuttle vectoro|m CHEHZO|A] 2k5d
plasmidE T&& 4= UCh

-

E A|AEI2 B subtilis 24| signal peptide DNA library@l SP DNA mixture, B,
subtilis-E, coli shuttle vector pBE-S DNA & CHHZl Bisi2 = B subtilis
RIK12857} Z&tz|0f QICt, SP DNA mixture= 173522| B, subtilis 2 24|
signal peptideE F2/5h= DNAZHH (In-Fusion cloning&)2| 28H=0|Ct, pBE-
S DNAO|= B. subtilist|M 7|sst= pUB11072H2e] Exori (pUBori)2t
kanamycin LHA SR X} (Kan) E, colid|M 7S5t pUCT2He| £ ori (ColEd
ori)z} ampicilin LHAFH X} (Amp) 7t Z£&H=|0] RUCH AICH2}, B, subtilis el
subtilisin promoter (aprE promoter)2t 24| signal peptide (aorE SP)E Z&tst
11, 1 3}50f multicloning site (MCS) & His-tag 40| BYX|=|0f At MCS
of 2 FTXIZ A2l pBE-S DNAZ H|gt 24 Miu 19} Ecob2 |12 HEtstod
MEslst | ClontechAt2] In-Fusion cloning A|AEISZ aprE SPO| L4l SP
DNA mixture &2| 173 Z22]| £4H| signal peptide DNAQ| libraryS &= ¢l5104
(T2 &x), =X ciddo| Metst 1| UsiH A3e|do| Jkssict MCS=
CHZHA Cold shock 24647 pCold vector (Code 3360 3365, 3371)2} Z+2 Hif
W=2oll, A =N RYUAE ol T £ qlot, 2 kito]] e SF B,
subtilis RIK1285= 2 Z20| CHHEIR S A MM S240| 97| [HR0]|, =X Tt

20| 2| W0l Xelsict.

= pBE-S DNA vector o] &

Ol 222
SP DNA mixture 2
Miy| men.,, DAEHCL
.,

Y
aprE K
promoter H

v

apri
signal peptide_—Eco521

pUB ori multi cloning site

His-Tag

pBE-S DNA
(5,938 bp)

Kan"

ColE1 ori

Amp"

" AFEAS o)
« & kit= In-Fusion HD PCR Cloning Kite} 874 AIZ3HMAIR, 8 I8 8
HZ MBI E 27| 9[5104, E. col HSTO8 Premium Competent CellS AL
st 20| 5L

SP DNA mixture= PCR ZZ6t DNA fragmentS £&tsto] ZH5t US
L M2t BlEe X2 primer dimer §2| PCR 5% 2420| SA|=

= 27t UFHCL
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Brevibacillus Expression System

HEY HIZAL TaKaRa Code 22 714
Brevibacillus Expression System 11 HIG HB200 1 Kit 1,775,0008!
pNY326 DNA HG HB111 10 ug 548,000
pNCMO2 DNA HG HB112 10 ug 548,000
pNY326-BLA DNA HG HB114 1ug 311,0008!
pNC-HisT DNA HG HB121 10 ug 548,000
pNC-HisF DNA HG HB122 10 ug 548,000
pNC-HisE DNA HG HB123 10 ug 548,000
pNC-HisE DNA HG HB123 10 ug 548,000
Brevibacillus Competent Cells HIG HB116 10 ug x10 488,000&

L2 m Brevibacillus 2+ A|AEIO| 7|2

Brevibacillus Expression System Il (Code HB200)

« 2159 vector

pNY326 DNA (Code HB111)* 10 o
pNCMO2 DNA (Code HB112)* 10 ug
« Control vector
pNY326-BLA DNA (Code HB114)* 1ug
« Competent cell
Brevibacillus Competent-Cells (Code HB116)* 100 # x10
MO Al HERE
n H=E
Expression vector pNY326 DNA, pNCMO2 DNA -20c
Control vector pNY326-BLA DNA -20c
Competent cell Brevibacillus Competent-Cells -80c
His tag &¢} 2434 vector pNC-HisT DNA, pNC-HisF DNA, pNC-HisE DNA
-20c

= M| EME

Brevibacillus (Bacillus brevis) &ei A|AEIS 158 2H| Wsig EXOZ 5=
CHHZ MAMS30| Hojt A|ARIo|C 2 72 O 24| Moz Hillxs
2oz 2d| Mitsk= S22 JHX|2 QUct of2{st
0| 0|5 THHA Mitol d3sh ATt 2 AlAEof= offet 22 SZo| ch
- CHRO| A S 3| Q|2 2H| MASIC

« protease A S 7{9| LIEILY E0|X| H=C},

- S O| CHHES MAKSICT

- i, Eatol 2Ol

AN E

- Okist J15E AR

= AI2HS 0|3al 22, S8, cytokine S8 LLRAIZIS f 2F 240| A
= AS =elstnt. L8l BiE2 o}, AT, TIHME Rafol TlE ol
Mg 5 2len, FHAle| Fefet A0l £2 R2S LEHHL 2Tt S3,
THAE Fefo 2H| A2 4 S-S ZEE Ealsle 72 711 20,
CIE Hetd=0] Lo oiME Loz dito] offCt SIAIT 2 AILES
0| s}t FH| MMo2tul st= EFoZRE S-S RS THR|= HU M E
SNz ke = Qe Ao| Zel=|1 .

2 =3 electroporationo]| 25t ¥A Mt §80| 7| W20 FMA =22
UESHA A 4= QI CHE shuttle vectorS 0|&sto] LHHIEIS T
LHOlM T55h= i = ligation DNAS 21 Wi Fof =g 4= it

Aol ZE2FATE 0|&sto] TIEH BiYEH £ HiYASUS AEalotod
UCksiA| S5 clld s ds 4 Qlrt, WIS Tefshr| 27| ol dalea
of 2lslf A2 K| Hsh= 2Hts P o B IR ASHoRTH =X t

7;
HAS A5 5 UL, 0= Y| 2HYol Hasich,

1,4k vectorQ| MEH

(1) PNCMO2 DNA

pNCMO2= Brevibacillus@}t CHEH2| shuttle vector2 CHENR LHOIA EHSA|7 |
DX} SH= SER} EEHE plasmidE 725t 2, Brevibacilusol EQI5101 4rsd
Alsiof 0|2 4= UCH pPNCMO22| expression promoterol= 30| M|zt
CleHAl 2afo] P2 promoterS 0|23617| I20l| CHARFLHOA = RS 5}X| 2o}
=8 FHAtQ| cloningdl| F2[sICt, BHH, Brevibacilus LHojlMe of < 25t
promoter2 ZE5122 &0l THiE o] ZHolct,

H5 LS promoter M= Qlof WH T 4SS HWllsh= Z27t
ASEZ 0[2{8H ZR0l= pNY326 vectore| ALES HESICE,

= pNCMO2 DNA 9| &=

P2 promoter
sec signal peptide
multiple cloning sit

— f
X-terminator
ori

ori

Amp

pNCMO2
(5.2 kb)

rep

ColET ori

Nm"

(2) pNY326 DNA

pNY326= Brevibacillus LHH|AM £X| 7}=8t plasmidZ 7|7} H| W& 2713 4
kb), PNCMO2ECt promoter 40| sl =F0l|A] OH< QFEN o2 REANL
B0l RAI=|2Z, UHHAS0| SF0| AHEFS 0= E< 2RHo|ct of
vectorg 0|85t Aot MES LIEILHO MAtZk0| Ealohs ZRE U2,
A AEEo| Bz 0| H7| wiZof TR0 Bl 2ol MEtsict,

Brevibacillus & vector2 BrevibacillusolA 21 cloning sljo} sict, =2 &
Zl Mat 2 80| 7%[7| W20, 1529| electroporation competent cell
(Bevibacillus choshinensis Electro-Cells) (10° transformants/ug DNA)S| 0|22
EHBIC,

T e

m License Notice : [L39)]
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mpNY326 DNA 9| 71

P5 promoter
sec signal peptide

multiple cloning site

N\ X-terminator

Nm"

5P cleavage
site

Stop.
codon

S Gene TS

PCR Fragment
Y + Ligase

Expression vector

[ Restriction Site

P i Promater

5P Secretion signal pepride
O : 5D sequence

Expression vector

. 4k vector cloning

154 vectorOfl= M2 A [efo| 2H| A|T'Z0| Zah=(of /l0 24| Al
do| HOEe| slFo & R MRU==F HAEICY, signal peptide I
shRe| MCSo|| 2 3F2| Mgt 24 29E 0|&sl0] insetE =& wetoz

cloning & 4= UC}

2
=]

3, BrevibacillusQ| @&t

Brevibacillus2 electroporation (Brevibacillus choshinensis Electro-Cells)of|
Ol5f &ZMetsto] neomycin 2 MESICt shuttle vectorS 0 S3sHA] CHAR
O subcloninggt &<0l= ampicilin L& RALZ M 5T

4, T A ol AT o
Negative controlz} positive control ((NCMO2-BLA : Bacillus licheniformis &
2ja -amylase) S 0|B3) S ChiEo| UHE StolBich X ChES Wi}
= plasmioS EQI5H HRMBHZS M50l MRl ARHR|0f 48~64 AlZH
Tletessls 2 o= Stk 4= QT HfQFAS S SDS-PAGE
OF sja{stol CHIT W KRB StolE & lrt, BT

S0l MA1ZH0| FOKIES e

m Brevibacillus His tag 88} &H|
PNC-HisT DNA, pNC-HisF DNA, pNC-HisE DNA= 25 Brevibacillus?} CHZE}
9| shuttle vector?l ¢+ 2H| &Hed2 vectorl pNCMO2 DNA (TaKaRa
Code HB112)2 228 oz H{& 3} vectoro|Ct, pNCMO22| 2H| Al1Y 513
o His-tag M (6x His M)} tagQ| MHE £I8t protease Q14 A 0| At
&l #Zolct, pNCMO22t Zo| CHET LiofM REAE E&tsh= plasmid £
TE5 = Brevibacillusol| £+2l5t0] THHA EE M3 S TIEE 5 it

His tag M /0| pNC-HisT DNA= Thrombin A{20|, pNC-HisF DNAE
Factor Xa 0], pNC-HisE DNA= Enterokinase A{ 20| Z&tz|0f 210{ &
CHHZIof| Sh= £|X 9| vectors MEAE 4= QUCt

2154 promoterol= pNCMO22} 20| =53+ M| 222 THHAL 22[9| P2 promoter
£ 0|8st1 At P2 promoteri= CHET LHOIM = &4SsHR| kot =& KA
9| cloningdi| F2I35ICt, BHH, Brevibacillus LM = 0§ 246t promoter2 &
SOIEE S0l HilA MMof| z|Fo|ct,

2t= 223t promoter MO Ol YA MatH|o| NS dielishs Z<It
AOEZ 0[2{8t AR0= pNY326 vector (Code HB111)29| Al2S AESHC}
(B, N-ZhoflQ] His-tag =212 & 4= QiCt)

0 X
1o
ol
3y
ok

ot ojn
ir g

B. choshinensis 2¥81 vectoro| 71&

m pNC-His DNA 1=

Lac operator
P2 promoter sec signal peptide

ori”

ColE1 ori

rep

AmpR

» AFALO| F9|
Brevibacillus 2ed A|AE! 22 X|Z2 Higeta Shoyu AF7} JHe: H®|ZSHD
Takara Bio7t £Oi3t1 UEHCH 2 HES o7 S OZ0H ALE0| 5{7t=|1L
Uen, ME T2 Al 2to|MA SOIME ZHMsfof BiLICt, 2tolMAof 25t &
=2 CHt2tTe|of TAX|HIE|(Tel, 02-2081-2510)2 22IFA7| Bt

m License Notice : [L39]
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Brevibacillus Expression System Intracellular Expression Vectors

HEY HIZAL TaKaRa Code 22 714

pNI DNA HIG HB131 10 ug 548,000&

pNI-His DNA HIG HB132 10 ug 548,000

n LS m Brevibacillus expression system Intracellular expression vectors A&
Intracellular expression vectors 1, Expression vector A1EH

PNI DNA 10.g 1) pNI DNA

pNI-His DNA 10ug pNI DNAS 2|4 b4 sIE{ o] pNCMO2 DNA (Code HB112)2] 24| A1

228 M7sH, MZE Lo 28 MMZ0| ZXEESE THES0T MZ U USE

m BE -200 HIE{o|Ct, 11 0]2|Q] 7|EAM el 712 = pNCMO2 DNAR} ZC}, 0] vectore

= REA

Brevibacillus (Bacillus brevis) 2181 A|AEI2 MAZO0| ot 15 & CHHE 2t
& A|AHIOICH o] @2 O3 YN WoE, 53| Ci2ke| THHA S BH|/Mitst=
EA2 JHX| 1 UCt ol2{st EF w20l X|Z7HX| Ch=9| 0|F THHA Q| 2H|
o MMo| MZMOE O|F0IAICH EESH £|29| o7 ZujofM o] #2 2H|Y
CHHZ] MAZROE ORL|2t M LHOA 2| THEE MAE Foft 825 LIERH!
C}. Ecoli oM MAME 224 EIXN AL o] ol M MAtstH =8 Mef2
3|8 4= ICt, pNI DNA, pNI-His DNA= Brevibacillus LHO| 24246t P2 Z21
E{S 0|88 M LY THHE 25 vectorO|CH O] A|ARI2 Eaf M LHo|| BHS04
Az 715 thE Usiof ALES ARSI, HETOIM THEEIS WSS

EEYoZ YU, in vitrorefolding O] Z2tet ZL0l= ALS ATSICE

=

= AAgjo| Se cham 2o,
- Of0| TS A LA 52 B2 S84 Hel2 Mgt
- 8, 20| #ict,

- SR Z50| 2Ll

ColEs 8%

2 AAES 3= dANE §80| 27| WEo| KA ZE0| 2Httsict of
Mlztat E.coli Ato|of| shuttle vectorZ 0|&st= el #IEl= CHEH LHOIAM 7
=5 4= QUC}, EE5F N his-tagE 44215t vector(pNI-His DNA)S 0|&5}2
Zgoz 7Itks S tHEAS Mg 4+ UL, enterokinase Mz2|E S
his-tag2| |7 = J}ssict,

B ARZY FoAE

2 ®Z1 84 AL25HE Brevibacillus choshinensis HPD31-SP30f|=
Saccharomyces cerevisiae 2f 2vm Z2tA0|= DNAS| 22 M o] EskE
CHCode HB200, HB116), 0|S2 SMA} AT M2 Sof siztstnd, ofof ot
E= HE 7o w2t o|&stoof ghlCt,

Brevibacillus 231 A|AE! 224 X|Z2 Higeta Shoyu Co, Ltd7} 742 X =5,
Takara BioZ| Etofstar QACH 2 ME2 o7 S OE20 ALZ0| 5{7t=|1 A&
LICh,

HE 72 Aol 2toldlA SolMof| 2R Aters 7|25t = FZA[0| HEsfof
si0d, 2 SoMTL HE=|0] UR| 2 2= ME oI5 & 5 | Wz
FOolslf FHAI2, 2lo|diAo] 23t AE2 CIFiElTE|0t2 pigts T2,

Ml License Notice [L39)

Brevibacillus?} E.coli NE HIE{Z, E.coliof| A expression plasmidE 15 F &
ol 2MZ 2[5}l BrevibacillusZ 0|X £=¢l5l0] AF2E 2= ICt pNI DNAZ|
expression promoter= &3 M|ZEH CHEE Q80| P2 promoterS 0|25t
ALt P2 promoter= E.coliiMe= &4M0| a7 HzZol, S8 7EXQ|
cloningdl| F-&3stct, §HH, BrevibacilustiM = 0f 2 28t promoterEtA & JHX|
10 QUL M2t BrevibacillusilAM 28801 CHEE M Aol MEtsict,

2) pNI-His DNA
PNI-His DNA= L|ZE Z2]0|E |TISR W MES ZITs HME &= e
ME LY expression vector2M, His-tag (6 x His) M €1} tag MHE 28t

o
flg
enterokinase 214! M40| E&tz|of QICt 11 2| vector 7LZ== pNI DNAR} ZHCt,

P2 promoter Lac operator

ori” multi cloning site

ColE1 ori

rep

Ampr

pNI DNAZQ| vectéF'map

2. Expression vectorZ cloning

pNI DNAS| A== Neo | 2 A|&HsH= multi cloning site(MCS)0| 2% CHHZlo|
FHUXIZ Abelsict okl Neo IM|sha siteS AFRE 5= Qi Z<0l=, MCS
MofM Loz ofo|lctto] S5 CHEdElof F7t=|l QEX|2H ALSst= st
S siteo]| 2t 0422 ofn| il Ato] NZHCHol|of F=7}HEIC

pNI-His DNAS| Z<0f= =5 ChE ol RMAR= BamH 10|229] X|of &)
it

3. Brevibacillus 214 st

Brevibacillus®| $Z7M2t2 electroporation@ 2 & 4= QICt ME§ EX|=
neomycin resistance genes AFEStC} Shuttle vectorZ E colofA AL2E &
20il=, ampicillin resistance genes ALE& 4= ULt

4 USHME HET AAL Y

Negative controlg SAI0]| B ol Biot= S THIZQ| WS tolsict, =X
CHIE R =UE FE HE HHX|0l[Af 48~64A|2ZF St T
B Y UAF S TS HS 5 Q0L v MES SDS-PACESSE U
9| FFE &tolet o= Qlrf, He Yizo| 22F 20l Brevibacilus?t Ch
2 Hfto| B WA Bolsty| tiEof A stof kst EICt,

www.takara.co.kr




A =3+ il A o] soluble 2+

Chaperone Plasmid Set

= HMZAL TaKaRa Code 2 713
Chaperone Plasmid Set TKR 3340 1 kit 327,000
CNE=) = ALZAe F9|
} Selection 1, & chaperone plasmid= pACYC2| 24| 7| X chloramphenicol LA 74
= 28t

Plasmid == 22t Chaperone Promoter  Inducer Verker X CIRFANE 0|231T QU MEE|7 Q= ColEl Efelo] amphicilin Ly
— . M SHXIZ 02 5t AR LS ofl= 240| AFRE 4 QJX|at Cmr §A
o T pel) oL s [ =] T ) e
0GKIES 10ng/  100M dnaK-danJ-groE araB LArablngse om _ _ﬁi L = . EME 5 = =M o e
groES-groEL Pzt1 Tetracyclin A= Z+5t plasmid Lt chloramphenicol LA LIEIL = CHEME ST 0=
pGro7  10ng/u 1004  groES-grEL  a@B  L-Arabinose  Cm 0|2 = giCt. OIS S pET system SS2 0|8=|= £ col BL21(DE3)=
PKIE7  10ng/i 1004  dnak-dand-gE  aaB  L-Arabinose  Cm SFE2AM ALRE £ URIPH Cmr SRR Ael=|of pACYCY| 2X| 7|Xe

pGT2  10ng/M 1004  groESgroELtig Pzl Tetracyon  Cm 7IRli= plysSS &SI QU= E.collBL21 (DE3) plysSE= 0[S & == gict.
pTf16 10ng/u 1004 tig aaB  L-Arabinose  Cm 2. 2 HZ2 2% ATt chaperonent| co-expressionS FE5t1 7| 1f

0| chaperone plasmid2 ¥& FMatst (HZAS MAfstL, 55 CHEZE |
eHE 200 Ele| plasmldﬁ 35’_5'?._1%6}5 20| EiHS M5 %QEE; cﬁaperone
plasmid2 &z F&lst RO ZEE competent cellg ZM[E 27t Q)

R ch

tgmoR tES waiAiZis 29 UEiE EE0| inclusion bodyE HY
= A28 XF 2 4 o Ol weiEl cieyy

ol R&tat7 folding SIx| 242 FS Yojte HOE B IS oo 2 1

STt =21 QAT

CHHZIO| folding Ofl= 0|2 EQ}F= chaperone0| E Q3}HH, in vitroo|Af EHeH

o] folding  FY517| 2/t CIefst %71 O|0{X| 2 Qe & MEo| Z3

&l 5 ZF2| plasmidi= HSP A7 20M 7HEEl o= HHHES| MElol| 3&

ehs St YK Q= =52| chaperoneO| Zt2t sHLte| plasmid &lof 2

Ex[0f chaperone E|Q2M S8 0 2 Wsiz|E2 M7= 1 Ut

0]2{8} chaperonen} CHHZES co-expressionA|7 7|&2] inclusion bodyE &

m Chaperone Plasmide| 717

/ PACYC ori :'.\\

i pGro7 '| |
(5.4 kbp)

pG-KJES

ek s 1 kbe)

st QIE CHHAS J125lstof 3l 282 =2 57t QUCh e / IES greL
mBTIT2 e
T 3‘\ g
Cm- )
PACYCori  groES
AC PAGYC o 5
L-a {{ Y o groEL
v PKIET pG-Tf2
(7.2 kbp) (8.3 kbp)

gk

pTH16
o, B

PACYC ori

= License Notice : [M7, M§]

www.takara.co.kr




Chaperone Competent Cell BL 21 A|l2]|=

HEY HIZAL TaKaRa Code 22 714
Chaperone Competent Cells BL21 Set TKR 9120 100 4 x3 7 x6 =SF 666,000%
Chaperone Competent Cell pG-KJES/BL21 TKR 9121 100 « x10 74 333,000
Chaperone Competent Cell pGro7/BL21 TKR 9122 100 « x 10 74 333,000&
Chaperone Competent Cell pKJE7/BL21 TKR 9123 100 # x 10 7} 333,0008
Chaperone Competent Cell pG-Tf2/BL21 TKR 9124 100 « x10 74 333,000
Chaperone Competent Cell pTf16/BL21 TKR 9125 100 # x 10 74 333,000&
TaKaRa Competent Cell BL21 TKR 9126 100 4 x10 74 333,0008

=2 " A EAY
Chaperone Competent Cells BL21 Set (Code 9120) =2 HZ2 Chaperone Plasmid Set (Code 3340)0 Z&tz|= 5 SF9|
Chaperone Competent Cell pG-KJES/BL21 100 4 x 374 chaperone plasmidZ 2tz ${&! XMzstst CZk? BL212] competent cello|C},
Chaperone Competent Cell pGro7/BL21 100 w4 x 374 2 HZ0| e 5 SF2| plasmid (pG-KIE8, pGro7, pKJE7, pG-Tf2, pTf16)=
Chaperone Competent Cell pKJE7/BL21 100 4 x 37 CHHBZIO| foldingof| RtofsiCty A2{MUE E4=9| chaperone0| 2424 5ito|
Chaperone Competent Cell pG-Tf2/BL21 100 4 x 374 plasmid Atofl F=5|0{ chaperone EICZAM 8K OZ Usiz|=2 MJ|z[0f
Chaperone Competent Cell pTf16/BL21 100 « x 374 QICt. 0|28t chaperone El2| 01= Z£0|= 22X CHEEIS co-expressionA|7 =
TaKaRa Competent Cell BL21 100 4 x 37H 4o dks CHEHAIO| solubiityS ZXIE 47} ULt
pUC19 DNA (0.1 ng/#) 10 w0 x 174 CHAHF BL21F=, lon protease, ompT 2|2t CHHHAI 25547t ZLE B &
SOC b 1w x 207 2io| @2 USE THHZIO| oI M S SHAAF 7] Zof RYZ gt ThuHE ol
wHE -g0c Bof| 5iA olE=|1 qlcth
HIM O chaperone plasmidE 0|&3t0 2% CHEHAID} chaperone El1t9|
co-expressions 5t2{H, chaperone plasmidZ host LRSS SZ FEtstod,
0| & MEHE 0|&3t0 competent cellS M Zkstil, 4 CHEES Lisist

= plasmidS 0|83t0] Y& HM2ts sHoksict.

2 HZ2 chaperone plasmid2 &z M35t BL21F252E TH/sH
competent celZ, gt B10] HZ MstoZ ZiCish| 24 AN} chaperone
El119| co-expression CHANHRS AS 4= QICt chaperone plasmid 5 ZF9|
competent cel 2 ZAEEESZ A chaperone plasmidE E&t5IX| b= BL21
29| competent cell= &=H|=|0] QUCt 2 ME2 Cold Shock 2+84 vector
pColdDNA A|2|= (Code 3360-3364)2+ 20| Al2510 =2 21t J|fe =
Qo £ HES| £330 0|&3l1 U= BL21F= T7 RNA PolymeraseS &t
S5t UR| 47| WZoll, pET A|AE! S2| T7 promoterE 0|&8H &siA o=
AHZE % QiCt. 2 HMIE2 electroporationoii= AFE'E & Q&L

m ALEAEO F9|

2 H|Z & chaperone plasmid pG-KJES, pGro7, pKJE7, pTHES EZ&Es|1
Ql= ChEMIOl= Salmonella typhimurium araB promoter7t E&ke|0f QAC}
(Code 9120, 9121, 9122, 9123, 9125),

m License Notice : [M7]
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Plaque assay <317} B2 Q8 8829l A| %% baculovirus A2}

ProEasy™ Baculovirus vector

M= HZAL H|Z Al Code TaKaRa Code 2 7t
ProEasy ABV A10S AV109 25u 7HAZ9|
ProEasy ABV A10L AV110 1254 =9

CNE=) [ ELE

ProEasy (Code AV109)
ProEasy (Code AV110)

nHE 4¢

254 (0.1 g DNA/H)
1254 (0.1 xg DNA/A)

ProEasy= ZHZ} baculovirus =312 2|8} plaque assay7/| S2 350, AH|CH
S stALE AL He HAISto{E QFY Sl virus ATIE RA| 24
AcMNPV 242 linearlized baculovirus genomic vecor DNAO|CE, Plaque
assayS AAIZ Z QI Q| Fol| vo|2{A MEof R of= 7|2+ tHE
g 4 o2, ty|Ziol| 240 RjZst baculovirus MAHS 22 sH= HTS
applicationo]| FE3ICH Plaque assay7} £Z 6t 7|Z2| RZ=gt virus M| =+ gt
He 25 MEE 0|8sHA] 21 thETLHC| bacmid DNAYK MY S0|H
transpositionS 0] &3 K=&} baculovirus DNA M| 2t Eii0o| 242{A Q10 A|ZH
EHEO| Tl x|
(1) Ato| =7+ 2 RHZE} bacmid DNAS| x| Ztedofl AlZto| Lt
(2) M=kt RHZF baculovirus H|CHE BHEsiAL AAIY of +3A| S |
Ao Zgo| LofLtr| Het,
= CHM0| /3iCt (Journal of General Virology, 84, 2669-2678, 2003), 0|21 &
M|IZol| ChalAl ProEasy ZjZ=gt virus M|Z} B2 FSefRIiZ 25 MELHoA
AcMNPV polyhedrin £2|0A AS SEA} RHZEEHS AA|SHK|T, linearlized &
2|(H|gt2 2 Bsu36 | digestion) 2] ACMNPV genome&te| polyhedrin {0
B-GAL IR} CH lethal geneo| £11=|0f 2104, H|Z REHE|X| 252 ACMNPV
genomeO| o} ULt i false positive recombinant] 2HA40| QiCt o] i
=0 plaque assayol| 2|5t =3} 20| SZ Q3IC, 0218 O|F W20 XHZE
virus M|zl ZE|= AlZkS HEE = AU, HtHE BH=siiu 27 A4S ot
0o FMA} ZE 0| |;QI0| == virus 47} Kot7h LOJLEX| 221 oY ol AEl
O] HI0| A stockS §X|E 4= QICt ProEasy baculovirus DNAO| 28 S8}
O Rjxstofl= etXoZ Bho| A2 = ACMNPV polyhedrin £ &S
Y Z=&H2 transfer vectorE 0|8 o= UL}

www.takara.co.kr



Chaperoned]] &J3+ &-2] chal A o] soluble & 34+

ProFold™ Baculovirus vector

HEY HIZAF H|Z=A} Code TaKaRa Code 22t 714
ProGreen ABV Al AV100 25 ug JH429|
ProFold-C1 ABV A2 AV101 25u J14&9|
ProFold-C2 ABV A3 AV102 25u 7HA4&9|
ProFold-ER1 ABV A4 AV103 25 ug 71489
ProFold-PDI ABV A7 AV106 25 ug 71489
ProFold-PDI* ABV A8 AV107 25u JHA&9|
ProFold-0 ABV A9 AV108 25 ug JHA&9|

nHE MY nHE _20¢

Recombinant baculovirusE 0|2t HHEHZA! B4 = of2{7}X| AES 21
o ZRSE el ChHZo| ch2t Ui 2 71X A i 715 il ol
22g|1 ct 2L}, ME LHoflA over-expressionof 2Js mis-folddt =&
CHHZIO| inclusion bodyS S SFlI6t{L 24 267} == A7 XFE
QUL 0|24t Yelo| M= ME LHe| 2% chaperone@| 11Z0| @elel 24
o= Y21 ict,

ProFold vectore= ClontechAt2| AcNPV 2l BacPAKG Viral DNA (Bsu 36 |
digest)E 7|22 47| ZHIE siZst7| flshM 7H2FstH vectoro|Ct, & vector
= HIo[2 A 2] 2T |of Ch2k Usish= SiCh2A| 2 74 EF polyhedron
siteS T E=5}H= virus genome £|E Mgt 24~ Bsu 36 122 HEH X2 |sH M
&gl o7t el (YE 22 Fal) 2%t chaperoneg ZEst= fAAILZE
a=lof et

ProFold-C1, ProFold-C2= MZZ! LHO| =26t 2%} chaperone@l human &
2l Hsc70/Hsp40Z 24845H= vector 0|0, =& CHHZIO| MZZl| LX|6H=
20 zxo|ct,

ProFold-ER1+= calreticulin & PDI (protein disulfide isomerase)7t Z=%|0f 2}
I, SpptE 2| HEE 22 oystein-rich EHIE S ER 0|5 Y SEHES)
L&dof =Holct,

EE, ProGreen, ProFold-C1, ProFold-C2, ProFold-ER10i= Aequorea Victoria
F2fo| =4 B ETol GFPE D= LHGIOR, Hlol2i2 54 BUIE
2, Bk =710 XM 3tof| F-EaiCt,

=

« ChaperoneQZ 7t2M1} 3|88 = A

« 25| CHHZI | |ocalizationdf| [H2 vector MEH 7bs

- GFPZ o17}5%, £4 2UE{R0| 7k

« YHEM ol X2 vector (transfer vecton)Z 0|&0] 7t

= Z} vectorti| BXH =l= OI7H, =&t chaperone §9| 7|5 THHZE O HAd T} dis] 2|l o
3
0| = ABE E5 GFP ?gal Hsc70 Hsp40 Calreticulin PDI o
otst B4 _EI—I ZEN Plaque assay MESU A | MER A2 ER LH?DFEEJ ERE__QI disulfide bond2 lqjg;
A7IEZololE | ool SICHHEIOl ZOl | Rf X o
HEY Code Protein Expression Level T
ProGreen AV100 ot F— oo
ProFold-C1 AV101 +++ o+ +++ ++
ProFold-C2 AV102 +++ -+ +++ I
ProFold-ER1 | AV103 +++ -+ 4+ et
ProFold-PDI AV106 +++++ ++++
ProFold-PDI* | AV107 +HH+ +
ProFold-0 AV108 e+t
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S-Az AHE A Z$tol| 23k baculovirus A2l

Transfer vector

HEY HIZ=AL H|Z=A} Code TaKaRa Code 2 7+
pVL1393 ABV B1 AV200 25 ug J129|
pAcAB3 ABV B2 AV201 25 ug JHAE9|
pAB-bee ABV B3 AV202 25 ug 729
pAB-bee-8xHis ABV B3H AV203 25 ug JHAE9|
pAB-bee-FH ABV B3FH AV204 25 ug 7HAE9|
PAB-6xHis ABV B4 AV205 25 ug 29|
pPAB-GST ABV B5 AV206 25 ug 7tH&29|
pAB-MBP ABV B6 AV207 25 ug 7HAE9|
pAB-6xHis-MBP ABV B7 AV208 25 ug 29|
pVL-GFP ABV B8 AV209 25 ug 7HA4&29|
pVL-FH ABV B9 AV210 25 ug JHA429|

mHE 23 n AFBAL FEOlALE

= HES 25 K= 22 £ ProFold Baculovirus DNAACMNPV)S} B 2 HBolE dE Z2EZ0| HR= o UR| 22 el HiZHCE,

| 2% MZZ(S9, S215)0f| co-transfection sH= Z{ 22, polyhedron&s22|of| STA AS MTEH mEE AR A TEEE 0|29 A=
M As ZiZEEt| o8t KA RIZE baculovirusE: IS EE M&HE 4= Q= ClontechA} BacPAK Baculovirus Expression System?| A8 Z2EZS &=X
transfer vector0O|Ct, 22X SMAH= XZE} baculovirus7} 2 ME 2+e 2b7) SHM L.

Of| CH2fo| J2] CHHA UsiS FEsh= 226l polyhedrin promoter EE= p10
promotero]| 2JsH LHEICE SAO USHAI7| 2 42 =5 CHHE | 5= ERT&
Ol oM tag M S0 o5l 11 £=F9| transfer vectorE0{|A] /& 9|
vectorg MEAg 4= Qct

PACABB= polyhedrin promoter 5= p10 promoterZ 2heiz|= Z|CH 3742| =
A CHHES shLte| RHZEE baculovirusHlM &81AI7|= Z40] 7kS3st7| TEo,
subunitg FAst= CHHA ghsdof 0|8& 4= QlCt pAB-beed| vectore=
honeybee melittin signal sequenceS S CHEHAIO| N2HCHof| H7ts}7 | mf 20|
Sf(Spodoptera frugiperda) MZ LHOIM ERZ $&0]| 7}s8t ERTEA 24|
CHEE QiR o] Hisdof| F-23)CH pAB-GST, pAB-MBP, pAB-6 xHis-MBP
= 7t24 Ejd(glutathione S-transferase &2 maltose 2 CHEHENS g6t gt
flsl= A2, =& HHHZC| 71241 £82| A 7|tHE &= QUCt pAB-
bee-FH, pVL-FH= CCH Z0f FLAG-8 x His EjT1E &%t Udishs 2U2E,

=

L-a EI5d0| =2 FLAG HEIO|=7} FLAG-8 x His EjT19| CHHA HHHo| &S
EZU5}, His-tag HHS 0[5k shz A1t SAl0f FLAG E{S epitopeZ &t
— 1A= AEES 7S i,
bt
<l
=<
B
»
a
K
E HNEY Code ZatAn|= Zo| N2
g
pVL1393 AV200 9,639 bp A Ol transfer vector, Polyhedrin T2 2E]| M0 5}0f S CiHA S S 25 4= Qlrt
27X CHHAIS 37 7HK| eh5iEt 4= QIC}, Polyhedrin TEZE] X|of slof| 17§ 2 270, p10 Z2
PAASS AveoT 1009650 | e mof sfol 17444 2ich rHel = Rrixts 22 + oick
] ER4-4A10| 2| CIUHA] OICHHE] 4542 Polyhedrin T2 2E| 51220] honeybee melittin
pAB-bee Av202 9,932 bp signal sequence, MCS, 8 x His E} 1 M= 7RIt
ey ERT-&4J0f 2| CHUHAl DHHEHAl Y518 Polyhedrin Z22E 51501 honeybee melittin
pAB-bee-BxtHis AV203 9,965 bp signal sequence, 8 x His Ef 1 A2, MCS, 8 x His E}l 1 H{ S J}ZIC}
. ERT-SM0| 2| THEZL QitHAl 8152 Polyhedrin 2 2E 5170f honeybee melittin
pAB-bee-FH Av204 9,783 bp signal sequence, MCS, FLAG Efl11 MY, 8x His Ef 1 ME S JIZIC}
PAB-6xHis AV205 9,698 bp Polyhedrin Z22E 5}F0] 6 x His E§ 1 A€, Thrombin A& 22| MCSE 7}EICt
pPAB-GST AV206 10,355 bp Polyhedrin Z22E4 550, GST MY, MCSE 7}XICt,
PAB-MBP AV207 10,793 bp Polyhedrin Z22E{ 6t20f|, MBP A/, Thrombin R &t 2| LIK MCSE 7}RICt
in I 5 i z] of i 9 Ho =
PAB-6xHis-MBP AV208 10,833 bp ;’fzf;e}dﬂn T2 2E] 5}=0]|, 6 x His {1 A2, MBP A2, Thrombin Rt £22| LHX) MCSS
PVL-GFP AV209 10,371bp Polyhedrin T2 D€ 5{=0j|, MCS, GFP &2 A @S J}7Ict
PVL-FH AV210 9,723 bp Polyhedrin =2 2E{ 5150f, MCS, FLAG E{ Mg, 8 x His {1 MES 7H2IC}, |
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Chaperoneg W83sl= recombinant baculovirus

FoldHelper™ Helper Baculovirus

HEY HIZ=AL H|Z=AF Code TaKaRa Code 2 71
FoldHelper-ER3 ABV H6 AV400 2 i, 5x10" pfu/m 429
FoldHelper-104 ABV H15 AVA401 1 i, 10° pfu/mt JH4&9|
FoldHelper-104P ABV H16 AV402 1 mt, 10° pfu/mt &9
FoldHelper-57P ABV H17 AV403 1 mt, 10° pfu/m 49|
FoldHelper-37 ABV H18 AV407 1 i, 10° pfu/mt JH4&9|

= EN nEX

FoldHelper virus Al2|Z2= £EX £X} chaperones &eist= AcNPV F2f - GFP O} : Hjo|2{A SAlg 2L E{2l

recombinant baculovirusO|Ct, Baculovirus(AcNPV)= &5 M|E 254 E 0| - Calreticulin : ER0{|A{ 2] ZHEHHE! foldingof| 204

slod =X CHEZIS M LHOIAM over-expression o7| /8t A|ARICZ 7t « PDI : Cycteine-rich protein®) foldingoi| 2o

inclusion bodyZ &A1510{ 7|Ciste wWsizts US4 9l= 227} QUCt 0l2] « Peptidyl-prolyl cis-trans isomerases (PPIs) : proline-rich proteinti| Zx{st=

St 42 FoldHelper H0|2{AE 0|25}0{ A St chaperoneS SH| wedAlZ] imide bondQ] isomerization EZI

Ct, S22 CHHZEID 811 FoldHelper HIO|2{AE co-infection A|7|= 422 7t
HolA 0|8E 5= Ut

nHE 4¢

m FoldHelper2} &t545H= Molecule Chaperone, Reporter protein| S5} dhsq 2|l

Reporter =
molecular chaperone®| GFP p-qal Hsp104 ERp57 Calreticulin PDI CyclophilinB Cdc37
B
gt ZA DUEfdl, | Plaque | MZZC ERLfZo=Z0| | FRLjZ2ZO| | ERLHLOZO| | PPIZHM0||ol5t | Kinaseot ALS AR
SA7IEX0f|0|2 | assaydl| | inclusion disulfide bond | EHEHEHEIO| disuffide bond | imide bond@| | MEZIE Hsp902|
olg body2| x4 folding &M =S O|M=ElH|5} co-chaperonQ 2 A2
HEY Code EEEECE
FoldHelper-ER3 | AV400 ++ ++ ++ + +4
FoldHelper-104 | AV401 ++
FoldHelper-104P | AV402 ++ 44+
FoldHelper-57P | AV403 +4++ 44+
FoldHelper-37 | AV407 4+
E
2
e
rd
Rl
[>
o
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Recombinant baculovirus®] ZAEE vjo|g A2 H 7

Control Baculovirus

HE=y H|Z=A} H|Z=A} Code TaKaRa Code 22t 74

NC (negative control) ABV C13 AV300 1w, 10° pfu/mt J1A29|

GC (green control) ABV Cl4 AV301 1l 10° pfu/mt 712480

GCP (green control plasmid) ABV C15 AV302 50 w, 10° pfu/m! J129|
= A EMY GC (Green Control) :

NC (negative control}2 recombinant baculovirusZteiof| o|5h CHHZA! gis Al
19| negative control HIO|2A O|C} 24 CHZEZ S Z A baculovirus H|ZHS M|
27} XF 0| 8=|X|2H baculovirus7t ZAEl MEE S MEQ| W Z2uj
2 B AL H|ZPMZOM = £ 5= gl baculovirus 72f THEEE O] ZXRY
of7| HEol| HIZEMEES SY HEZCEM ALEsh= 28 BEESIK| R=Ch
rt2tA, NC (negative controly= baculovirus Zt230]| o|st CHHZ! of31o)| Mt
negative controlo|C},

nHE
AV300,301 4c
AV302 -20c
s

« S5 CHBZ 9ES{A| negative controlZ 0|&
« recombinant baculovirus7} FZEl cello] SDS-PAGE A| &4 M7 |2S35t0d
H|W7bs

In vivo -2 =98 vector

pLIVE™ Vector A|&]=

GC (Green Control)= Aequorea Victoria g2l green-fluorescent protein (GFP)
£ LHisk= negative control2, HEO[2{A S4|9| 2L{E{ZI0| B Z7120] &
Mg}, AIIEH Sol| 018sh= ZR2| positive controlZ AFEE = QUL

GCP(green control plasmid) :

GCP(green control plasmid)= AcMNPV polyhedron-promoterdi| 2|k
Aequorea victoria 2l green fluorescent protein (GFP) RMAIE ZE sl=
plasmid transfer vectorNAO|C}, ProEasy, GFPE ZE= 5t UX| &= ProFold
Al2|= (ProFold-0, ProFold-PDI, ProFold-PDI*), Clontech BacPAKG, BD
BaculoGold 52| AcMNPV f2ff linearized baculovirus DNAQ} EHH| 25 M|E
Lol co-transfectionstod, polyhedrin £2|0|M 2] AE RZEH0| ASstH GFP
£ 0= £|2E 2 co-transfection®| positive controlZ 0|2& 4= ULt

HEH M| ZAL TaKaRa Code 22t 714
pLIVE Vector MIR MIR 5420 20 ug JHE9
pLIVE Vector/lacZ Control Vector Kit MIR MIR 5520 2+ 20 ug JH4&9|
pLIVE Vector/SEAP Control Vector Kit MIR MIR 5620 2+ 20 ug 71420
pLIVE Vector Complete System (All 3 Vectors) MIR MIR 5320 2420 ug J1H29|

|2 = EE -20¢

pLIVE Vector/lacZ Control Vector Kit MY

pLIVE Vector 20 ug PLIVE (Liver In Vivo Expression) Vectors mousel| H2|XaH FAIE Es
PLIVE-lacZ Vector 20 u mouse ZHol[A] in vivo AEEKZ 7|7 RERIE LEIAI7|7] ol AAIE waie

pLIVE Vector/SEAP Control Vector Kit
pLIVE Vector 20 ug
pLIVE-SEAP Vector 20 ug

pLIVE Vector Complete System

pLIVE Vector 20 ug
pLIVE-lacZ Vector 20 ug
pLIVE-SEAP Vector 20 ug

E{0|C}, & vector= minimal mouse albumin promoter2t mouse alpfa
fetoprotein enhancer 12 F+A%l chimera promoter & 2 7H2] intron0| &4ed
vector LHOi| A1 =[0f 210 CMV promoterS2| et ol promoterE E&tst=
vector of H[slf 7+ LHOIA Z7[2H =2 22 Usi0| JHssict, plIVE Vector
A2|=0l= reporter FMAE E&st= pLIVE-lacZ Vector?} pLIVE-SEAP
Vector= UC}H

u %E 1 mg/ml
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CJul A Refolding

Inclusion body refolding %71 7 &4 Kit

Refolding CA Kit

HZ= H|Z=A TaKaRa Code 22 74
Refolding CA Kit TKR 7350 253] 466,0008
Refolding CA Large Kit TKR 7351 1 kit 2,5613,0008

a2 Refolding CA Kit= 2 £HA|9] Z&tS 6}01 inclusion bodyS & At R =&t ¢t
Refolding CA Kit (Code 7350) HHEI0] =X ¢l refolding -’E?_*Z Est7| fIgtkito|C, 4 ZFO| AHEAH|
8 M Guanidine hydrochloride 1ml x2 QF IEBHE cycloamylose (0|5 CA)Q| Z=&tof| 2Jaf refolding =12 HEE &+
4 M Dithiothreitol (DTT) 50 u QiCt. refolding CA Large Kit= Refolding CA Kit2 =71 ZES st & A7
1% Tween 40 1ml x2 Astof AfM Zxtsh= 2 Sof 0|88 & ULt
1% Tween 60 1ml x2 s EZ
1% CTAB T %2 = 3|E0| CA= cyclodextrin=C} S48 XjAl 5212 Liepdc)n Eag(o] ¢
1% SB3-14 . Tl x2 O}, 2 HES 25 A9 refolding ZHE AEE 4 Tt = AHSAMRA L
200 mM DL-Cysteine 0.75 m x2 CA= 508|9) 2 - g3ljo| = oFYsICt (T, CA 2ol OJME U amylase7}
3% Cycloamylose (CA) 1.6m x7 Zol=|0d 21840 T refolding S240| Xstel22 Zo|si)) ot B XA

0] 1.5 m 2| 5= QtofA| O|RX|EZ Al ZHHSHA| refolding =712 HES
Refolding CA Large Kit (Code 7351) 2ot
3% Cycloamylose (CA) 20 ml x6
8 M Guanidine hydrochloride 10w x2 n 22|

HHEMM|E CHHEIS| HAZH Liof| Z7tsto] BAMNC| S5 5|Mstn T

mEE 200 “1a 7 20) STUE WAL, A<2i0| CAB 271811 1 elodng Seto
K| ELY 2 CHHEA RSN SEHZE2E AHELHE MAZSEN THIA 2y

MZE FHAE e S 0|ME0A HL‘=4/\| | 42 28271 7tEH e T
SHEDH MM=|= 20| Of|2t MZE LHol| £82tst inclusion body7t EX=|=
227 5ic] 0] 2% EHHE B4 SIS Fisiol 200} guandnes) 22 w1
H|Z inclusion bodyZ unfolding AlZ] & &M L= 5|M5l0] HHANIE M| 745}
1 refolding Al7|i= Bhgio| QBN O= 0|8=| 1 QiCt,

Aol Bt O Z refoldingAl7 £ A2 B2 AlZka =290 2 Q%| 1 refolding
§80| w2 Hevte q |2 refolding ZZH2 2 BHA|Z LES0] 2 EHAjof| &
85t 2 570 B2 ABslo] MY 2 BS ol Welo| #1s| D ct,

2718 IRAZER refoldlng AlZIC},

m License Notice : [L22, L23]

www.takara.co.kr

L-b

rL

=

A

A

[

Burprojey




Corystein™ (Purothionin)

= HMZAL TaKaRa Code 2 1A
Corystein (Purothionin) TKR 7311 5 mg 314,000&
el SHAZE Corystein2 2= o ZHE] HH|gt purothionin0|2t1 E2|= polypeptideZ
® 2T oAb HPLCE 95% OJAk thiorec_ioxin:'_} AFsH ggg ;.:LEEL )_kl.—;‘itlgl fruStose—1, 6-bisphosphatase
of ch3lod CHAH thioredoxinECt &M =2 &M S2 207 9lon, &=
nHZE 4t thioredoxinz2] 4 20f| 2|3t AlS S 717} #=|0f QICt.
nHEMY Y=F]]
C=of TheiAlof &y o= MEkst disulfide ZEH HAof ofst | TZx 2 Wheat flour
T=0| 251}, 0l thE=2| 22 ¥ o] 52820 Qlsf 0|F0{X|H, 2
| |
thioredoxin0| 11 &M< 2t1 QUCtD 22{x QICh 2L, thioredoxin® 11 7| =

CHHZEIO| disulfide ZEt ™ of| 2|3t 25}

roh

=
ol w2t = tHeEo] 22t disufide Zets WEE - U EHIE 0| By

0f At

Protein Disulfide-Isomerase (PDI)

HEH H|Z=A TaKaRa Code 22 714
Protein Disulfide-lsomerase (PDI) TKR 7318 1ng 285,000&
uSAL EAZZTZ (50 mM sodium phosphate buffer Y=
(pH7 5) 824 200 n E SZAUZ] M5 MBI ZRYSH0A disulfide ZEte| HEte ERISICE
= =T SDS polyacrylamide gel M7| €S2 single band m M 0| H 9|
sHE  _o0¢ pH7 .5, 25 O|A 15 22t0]] 1 RNaseA U'S 3|EA|7|= g28Ms 1 USE
. 3ict,
L-b LR k=) *eytidine 2”: 3”-cyclic monophosphateZ 7|Z 2 5104, pH7 5, 25C oA 1 &
5.3.4.1 Zhol| 284 nm2| ETEE 0001 SIIAIF|= LA S 1 RNase A UR Bich
o = 72f u 2|
g Bovine Liver 300 U/mg protein 0|4}
S
()
x
K
e
|

|
Calpastatin

HEY HIZAL TaKaRa Code g2 74
Calpastatin TKR 7316 3 g 285,0008
s HZE -20¢C n SA
Eyer SUUTE (#M 2HY 2
Calpastatin® calpain (calcium dependentcysteine protease)o| £0|XM o= =t nT
25l= LHXHA protease inhibitor2 120~140 Of| .ot ZV|SE 0|R047l Hi SDS-PAGEX|A{ single band
SMED N-YET} 4EH0| Qs MR 0IF0(H U1, 15 S22 A5 A

2ol g2| 2X=|of QICh 2 HZ2 human calpastatin®| domain | 2 |%IA}
Mz 71EE MMl TER2 MHE 2oz EXjgke o 14,0000]0, 135
7Ho] ofo| it V|2 FLAEIC
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AP =0IE ] T

HEY HIZAL TaKaRa Code 22 714
IDA Excellose Purification of polyhistidine tagged protein BPG BPAOO1 10 m 85,0008
IDA Excellose Purification of polyhistidine tagged protein BPG BPA002 50 mt 275,000
IDA Excellose Purification of polyhistidine tagged protein BPG BPA00O3 100 m 465,0008
Glutathione Excellose Purification of GST fusion protein BPG BPAO04 10 ml 185,0008
Glutathione Excellose Purification of GST fusion protein BPG BPA005 50 662,0008
Glutathione Excellose Purification of GST fusion protein BPG BPA00B 100mt 1,125,000€
MBP Excellose Purification of MBP fusion protein BPG BPAOQ7 10 ml 85,0008
MBP Excellose Purification of MBP fusion protein BPG BPA008 50 mt 275,000
MBP Excellose Purification of MBP fusion protein BPG BPA009 100 m 467,00084
Protein A Excellose Antibody purification BPG BPAO10 1ml 91,0008
Protein A Excellose Antibody purification BPG BPAO11 5ml 310,0008
Protein G Excellose Antibody purification BPG BPA012 1ml 91,0008
Protein G Excellose Antibody purification BPG BPAO13 5nl 340,000&

m5H3 2-8¢

nHEAM

XM I Z0IEDR) D= 22|51 0K} 5= AN E0|M ASRR S JIX|E

2|Zt= (igands: chemicals, amine, amino acids, peptides, proteins)S S| of|
IYSIAZICEMN CHHA D 2|7tE7t0| RSN S 0|&shz CHHE 2a(dho|
C} AU A|AE LIO| C}ot5} CHHAI ZEIE| 2X CHKEIO| E0|MS 0|25} MEH

N Boldt oz SSTHHE I Ao 22T o 'Da| o|S=|1 UCH St

ME Excelloseo]| Ctekst 2|2t=S =93t ZlstM I 20lETe)n| S|t 12

0| 2l5te 2|ZtEE EolE 4= Qe LISt ZF9| activated excelloseE E7

St o A 22|HME SHHIZAM Z5H 882 5 AUtk

=
n =xl

n A E

Chelating Excellose Spin Kit
IDA MiniExcellose
Glutahione Excellose Spin Kit
Glutathione MiniExcellose
MBP Excellose Spin Kit
MBP MiniExcellose

S
7= IDA Excellose Glutathione Excellose MBP Excellose
Binding capacity
(us protein/at ge) 0.8 at 25 kDa 8~10 15~18
Ligand Iminodiacetic acid Glutathione Maltose
Bead form Spherical Spherical Spherical
Particle range (un) 75 ~ 200 75 ~ 200 75 ~ 200
Space arm (atoms) 5 12 (10 carbons) 5
Functional group Epoxy, Metal ion (Ni#)* Epoxy Epoxy
Storage 20% Ethanol 20% Ethanol 20% Ethanol

x 7|2MOZ Ni0| chargez|0f 2120 & A| Ni#*0| charge E|0] QA

Ab7|o| 822 7

So=

olo &
[E=y—

7}& resing 0| &3}0f 2H= Spin kit2} Mini-columne A}

I %HI%‘-E

gu)

Sact

ENHZF
=g

215t binding capacityS 7HEIL|Ct,
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I —
S %9 kit 2.

HEY HIZAL TaKaRa Code 22 714
Chelating Excellose Spin Kit His-tagged Protein Purification BPG BPS001 20 columns 146,000€
Chelating Excellose Spin Kit His-tagged Protein Purification BPG BPS002 50+2 columns 327,00084
Glutathione Excellose Spin Kit GST Fusion Protein Purification BPG BPS003 20 columns 218,000¢
Glutathione Excellose Spin Kit GST Fusion Protein Purification BPG BPS004 50+2 columns 460,000
MBP Excellose Spin Kit MBP Fusion Protein Purification BPG BPS005 20 columns 146,000&
MBP Excellose Spin Kit MBP Fusion Protein Purification BPG BPS006 50+2 columns 327,000

nLllE 0[2{8t ZHCHst Ao 2 SHHof| B2 0| M3 0| 7tsstr| 2o FAof 24

Chelating Excellose Spin Kit Mol WHZEA £|x3} Ay = Cefsh Al Mol &8 o8 4 A

IDA Excellose =3

Spin column/collection tube

5 x Equilibration buffer - Chelating Excellose Spin Kit : chelating Et4l|of] Ni-0|2S 1MSIAI7{ 6%

5x Washing buffer Histidine tagE 717! &gt tHA S M x|st7| 2lstod JHLEl xZo|ct,

1 x Elution buffer - Glutathione Excellose Spin Kit : &8 &A22|7|E 0|&50f GST
(glutathione S-transferase) SEITHIAIS 2 A|ZH otof| MAE = U==

Glutathione Excellose Spin Kit JHedEl x| Zo|ct,

Glutathione Excellose - MBP Excellose Spin Kit : Cellulose E|0fl MBP (maltose binding protein)2}

Spin columny/collection tube affinityE #= 2|ZI=E Elsto] ZHTtet ooz MBP SRt s B2

10x Washing buffer AlZtotol| Mg 4= JUES JHLUE MZolC,

1x Elution buffer
mALZ Aol F9|

MBP Excellose Spin Kit MZ0]| 710 Q= buffer & 5x L} 10x 2 SEE| buffer= 1x 2 5| AMa
MBP Excellose M AbZst= o] HIZAIBICt =2 KitollM M3 == WS 7Ha erdel &
Spin columny/collection tube MZZA0|Ct, m2tA ARSALS| CHHA Aot EMof mat Fx| ghelo] Zatd =
10 x Washing buffer = Qlot

1 x Elution buffer u 2K E

mE3 2-8c IDA Excellose
IDA MiniExcellose

w =AM
=2 Glutahione Excellose

Lo fro| CiAS ol Tx SICHY 3 71K| s US| Wy oRE SIS ot e
Si0f Cys2o| 22, H|xlo| HHYS 2halshy| eI Ciho) AR oS of B B
. i N _ . cellose
L-c S0 S YoK{of Bich. Spin Kits W0 A20jE Tofm] AlAHS 25T S
- INiEXcellose
QUX| YOIz A8 gAl=a]7|oloR 222 HHE CIAS B2 % ict

< ——
p T A Columni

£
|
HEH H|Z=A TaKaRa Code 22 74
IDA MiniExcellose BPG BPMO01 3 50,0008
Glutathione MiniExcellose BPG BPM002 3l 55,0008
MBP MiniExcellose BPG BPM003 3l 50,0008
m5H3 2-8¢ n 9|
" [ EAMY 2 Z™oM M3l e 71 Qe el F| =70t matM ARZALL|
MinExcellose SZ0HE T24T] AIAEIS 2121 QIA| QokE E2iS 0[=5}0d T 245 S4of o2t YA gyo| Zatd & ot MiniExcellose@t &7
CHHAIS MEs 4 Q= O|L Z2{ o2 GST, MBP, Histidine 83} CHHAlS HZ=|= test tubet= 20| HE|X| L= L2 =2 FHO| =0
o . = o5z Cha ofo| BHAlS CIE tubet} bottle $HM 2E5i0iof
31 AlZk 2tof mg 0[A HH[E 4+ YES JiEl HiZolc), S22 HE B SRAolE BE &
MiniExcellose 24A| 0|2{8 ZHCtet ZRIOZ Qlstof SHHO| B2 2| AE0| .
7tsst7| WEol HHof ZAol M = AMst MF I Chys CHkE ol n 2HHE
Yroff & 0|8E %= UL IDA Excellose
Chelating Excellose Spin Kit
- Chelating MiniExcellose= chelating EH|0fl Ni-0|22 TN SIA|F] 6% Glutathione Excellose
Histidine tage 717l ¢ CHIAS XHM|5L7| $l5to] 7HEEl ®Zo|ct, Glutahione Excellose Spin Kit
- Glutathione MiniExcellose= GST (glutathione S-transferase) 8-S MBP Excellose
B2 AlZH ool FHe = JUEE JHLE HZo|ch MBP Excellose Spin Kit

- MBP MiniExcellose= cellulose EtA|0| MBP (maltose binding protein)2}
affinityS 2= 2|ZI=E T glsto] 2iHts Z&to= MBP SRITHHAS B2
A2k otol| Mk o= UEE JHUE HEZo|ct
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