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High—throughput single cell isolation, selection, and processing
SMARTer™ ICELL8® cx Single—Cell System (Code 640189)
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Imaging SmartChip® technology

Cell dispensing and visualization of SMARTer" ICELL8® cx Single—Cell System
MultiSample NanoDispenser (MSND)7t MIZZZ SmartChip®2| 5,184 well0il £3 %, Imaging stationO| 5,184712] 2= wellS A|Z3}SICt
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Gold standard WGA, PicoPLEX 7|=& ®=3gt Single Cell NGS Library Prep

SMARTer® PicoPLEX® Gold Single Cell DNA-seq Kit
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R300669 SMARTer® PicoPLEX® Gold Single Cell DNA-seq Kit 242|
R300670 SMARTer® PicoPLEX® Gold Single Cell DNA-seq Kit 963
R300698 SMARTer® PicoPLEX® Gold Single Cell DNA-seq Kit 3842

* Single Cell WGA M&7|E: SMARTer® PicoPLEX® Single Cell WGA Kit (Code R300671)
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C * RNA 24 (Single cell WTA & RNA-Seq)

SMART-Seq® v4 A|2|=
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- SMART-Seq® v4 H| A E M3
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SMART-Seq® v4 Ultra - Whole Transcriptome 10 pg - 10 ng Total RNA

P Low Input RNA Kit for Sequencing® it e ) +1-1,000 Cells

« High-Throughput (HT)
Single cell NGS Library prep <10 pg - 10 ng Total RNA

* One-Step RT-PCR= «1-100 Cells
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634437  SMART-Seq® HT Kit*

« Single cell Strand—specific 10 pg - 10 ng Total RNA
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634442  SMART-Seq~ Stranded Kit RNA-Seq -1 -1,000 Cells

- Differential Expression (DE)

635040  SMART-Seq® v4 3' DE Kit g - 10 pg - 10 ng Total RNA
- 3’ end transcript &4 - 1-100 Cells
-Seq” . + Fluidigm® C1"2 0|83t |
635025 SMART-Seq" v4 Ultra™ Low Input Fluidigm™ C1 I il el @il

RNA Kit for the Fluidigm® C1” System  Auto preparation kit
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« SMARTer® RNA-Seq Citations

« SMARTer® PicoPLEX® DNA-Seq Citations
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