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+ Identify chromosomal variations

Genomics « Genomic heterogeneity

NGS &4
Single cell-seq
* Reveal differential expression

——  Transcriptomics « RNA splicing pattern
- To connect a cell’'s genotype to phenotype

Single cell analysis

- _ * Information about protein expression
Proteomics + Cell signaling, cell to cell interaction

Front.Cell Dev.Biol. 4:116. 2016
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(Typical workflow of single cell-seq)
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Single cell-seq
Takara Single cell-seq Portfolio

Ct72t32]0F= Single cell 22/5%E DNA - RNA Amplification, NGS Library Preparation (for lllumina® platform)7tX| 7ts

St MIZ2 M&std ULt That's Good Science!

- CrAMIZ 22| (Single cell sorting / isolation)

High—throughput single cell isolation, selection, and processing

ICELL8® cx Single—Cell System (Code 640189)
- SHEHO]| Z[CH 1,200 ~ 1,5007H live single cell 22
« I 27104 A2te10] 22| 7ts (5 - 100 um)
* Imaging stationS 0|&o}0] “H0}RU= single cell'2t 41EHSI0{ A
- Single cell (ZHLM|E) 22|0A “A0IU= single cell” HEMX| T 302 AL
- M 4AIS: Differential expression (DE), TCR profiling, RNA-seq, ATAC-seq
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Imaging SmartChip® technology

Cell dispensing and visualization of ICELL8® cx Single—Cell System
MultiSample NanoDispenser (MSND)7t MZE SmartChip®2| 5,184 wellofl 23 £, Imaging station0| 5,1847H2] 2E wellS A|Z}35tCt CellSelect®
softwareE 0|23510] H|0{U= well, single cellS E &5t well, CH=2| cellS Z &6t well2 712 £, EX wellZF MENSH cDNA &S TIgistTt, SmartChip®

o= wellg 7128 4= U= well barcode?t DNA 2XI1E #EE 4= A= Unique Molecular Identifier (UMI)7F Z&=|0] QALY
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- DNA 24 (Single cell WGA & DNA-Seq)

Gold standard WGA, PicoPLEX 7|== =gt Single Cell NGS Library Prep

PicoPLEX® Gold Single Cell DNA-seq Kit
- Whole Genome Amplification (WGA)Z 0|&35}t03 Single cell DNA 24 (6 pg of DNA 247}5)
- Single cell CNV, SNV, Aneuploidy ZA&0| Er&
« M2l HEte| MM ERIAAL (PGS/PGD)OIA 7+ & AHE 2N 7|=

Code H=E g2
R300669 PicoPLEX® Gold Single Cell DNA-seq Kit 243|
R300670 PicoPLEX® Gold Single Cell DNA-seq Kit 962
R300698 PicoPLEX® Gold Single Cell DNA-seq Kit 3843|

* Single Cell WGA M£7|E: PicoPLEX® Single Cell WGA Kit (Code R300671)

TaKaHa www.takara.co.kr 3



Single cell-seq

- RNA 24 (Single cell WTA & RNA-Seq)

Single cell & SMART-Seq"”

Code MNEE FQEH Input sample
« Single cell2FE 1ZE2
lllumina® =44 library A 4 el (gl el
R400750 SMART-Seq® single cell PLUS Kit ~ * Whole Transcriptome &4 2 pg Total RNA
« RNA &2F0| 22 MIZE (e.g. PBMC)<
TIUME EA
SMART-Seq® v4 Ultra® - Fluidigm® C1"& 0|&8§l Auto .
. le cell onl
635029 Low Input RNA Kit for Sequencing” preparation kit Single cell only
e ® - Single T cell2] RCRa, TCRB &4
634431 SMART-Seq Human scTCR « 12 — 96 multiplexing TCR * Single T cell

a/b Profiling Kit

24 7ts

Ultra low inputE £/8t SMART-Seq® v4 A|2|=

« Ultra low input (10 pg - 10 ng) 2252 E Full-length cDNA &4 % S=; Whole Transcriptome Amplification

- Single cell, Ultra—low input (10 pg) RNA 42| 7|&

- TE2 =4 A7 Q1™ ok= 4= et Single cell 2M =

- SMART-Seq”® v4 E52} EX

Code HEH

FREH Input sample

R400752 SMART-Seq® v4 PLUS Kit

« SMART-Seq® v4 HIAE A2
» Whole Transcriptome
Amplification (WTA)

10 pg - 10 ng Total RNA
+1-1,000 Cells

R400748 SMART-Seq® HT PLUS Kit

- High—Throughput (HT)
Single cell NGS Library prep

« One-Step RT-PCR=
O WEA =

10 pg - 10 ng Total RNA
*1-100 Cells

634442 SMART-Seq® Stranded Kit

* 10 pg - 10 ng Total RNA
+1-1,000 Cells

+ Ultra low input
Strand-specific RNA-Seq

635040 SMART-Seq® v4 3' DE Kit*

- Differential Expression (DE)
Pk=) 10 pg - 10 ng Total RNA

- 3" end transcript £ » 1-100 Cells

* Whole Transcriptome Amplification (WTA) H& A|2FILILCE,
NGS Library PreparationS {IoiA= EE2O| A|2F0| Z3H, SMARTer® ThruPLEX® DNA-Seq Kit (Code R400674) = Illumina®

Nextera Kit & FHELIL. 2t X 2 & 2QlotM|L.

www.takara.co.kr/
singlecell
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