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CronoSTAR™ 96
=23N Real-Time PCR System

Quick Reference

71719 7tS

©) CronoSTAR 96 2| 7t=
=M 2= GHHO| Ml AQ|X| ON
@) JHIOP1 PC & ON
CronoSTAR 96 S/W 7t=

Experiment File €3

® Experiment File &4
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CronoSTAR™ 96
Real-Time PCR System

FEEYA
1. 71719 7ts
CronoSTAR 96 =4|9| £ 2ZotH0| = HEAL(XIS AL
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1. Touch screen 2. Sample block 3. Loading platform

4/5. Cooling fan 6. Air vent 7. Power switch

8. Fuse tube box 9. Power socket 10/12. USB interface

11. Internet access 13. Removable air vent cover



CronoSTAR™ 96
FGAHM Real-Time PCR System

2 M ZH 4H
S/W & &lolH HQI=2HHO| HA|EICE
CronoSTAR 96 (user) -

File(F) View(V) Tool(T) Option{0) Help(H)

PEEREGE BE Clontech

User Name: user Switch User

Quick Start | Recent Files

=>New Experiment

=>New Experiment From Existing Experiment

=>Open Data File

=>Instrument Management
Default Instrument: CronoSTAR 96-6ch-#10

Details
IP Address: 102.168.202.10
on-line:
Loading Platform:  Unknown
Status: Unknown

Display at Startup

. = o=
New Experiment & Z2I5tCt,

CronoSTAR 96 (user) i
File(F) View(V) Tool(T) Option(O)} Help(H)

FPOEEGE ®H Clontech

User Name: user Switch User

Recent Files

=>New Exps it From Existing Experiment

=>0pen Data File

==Instrument Management
Default Instrument: CronoSTAR 96-6ch-#10

Details
1P Address: 192.168.202.10
on-line:
Loading Platform:  Unknown
Status: Unknown

Display at Startup




CronoSTAR™ 96
FGAHM Real-Time PCR System

AlS © Lo = 432|s
AHS 217 New E S2I8ITCH

Fos——
File(F) view(V) Tool(T) Option(O) Help(H)

PEEEGE B®H Clontech

User Name: user Switch User

m
New

Experiment

Experiment Nameluser]— 20200609171531

Detail
IP Address: 192.168.202.10
on-line:
Loading Platform:  Unknown
Status: Unknown

Display at Startup

38 2HHF

Run Setting tabOi|AM B3R 7215 A7t
CronoSTAR 96 (user) =
File(F) View(V) Tool(T) Option(O)} Help(H)

FPEEEGE®BEERE Clontech

|RunSatﬁng | Sample setting | Run Monitoring | Analysis |
—_—

[ —— ; Experiment
' I
: ! Tube Type: Clear -
' I
' I /= =
! ! Reaction Volume: 25 2l
' I
' I
' ' Lid Heating: 105 2 °C [¥] Open
| I
| I
| I
1 |
i+ |
' I
' i Step
' I
' | Step Mode: [ -
' I
i |
! H H Fluorescence: | =
1 |
0 D Temperature: o[t
H I
Lossosoad p Time: 00:00
Ramp: o= Tis
Stage Stage Type Cycle T Step Temperature Time Fluorescence T =
+ +
)l v




CronoSTAR™ 96
FGAHM Real-Time PCR System

r+,2 22/5tH Stage TypeO| HA|=ICE.
[SS9SEN Be--
File(F) View(V) Tool(T) Option{O) Help(H)

PEEEGE EPBE BB Clontech

Run Setting | Sampla Setting | RuUN Monitoring | Analysis ‘

—
________ ) Stage Type Experiment

i
| i
: 1 Tube Type: Clear -
0 i / Initial Denaturation
0 | Reaction Volume: 25 2L
h i
H i .
~ Reverse Transcription i ing: -
| 0 P Lid Heating: 105 |+ C [#] Open
| |
I -
| ! JAY3YaE 2 Step Amplification
i
! | " .
g I [~ | 3 step amplification Step
| i
0 | Step Mode: [ =
0 : yASSS o Melt —
0 : | Fluorescence: ‘ =
; D /L Continuous Melt
; i Temperature: o
h I
Lecooead ! —~__ | Cooling Time: 0000
Stage Stage Type Cycle t Step | custom stage Fluorescence i Ramp: 02T
+ +
| Add Close
L +

23t= Stage TypeZ MEHSH Addats THES HI=510] BISZ S MBI

lomalcla] 26,
File(F) View(V) Tool(T) Option{O) Help(H)

POEEGCEEBEER Clontech

Run Setting | Sample Setting | Run Monitoring | Analysis |

Stept Step2 = Step1 =4 Step2 Step3
a5 a5 8T
F / Initial Denaturation =
/ 00:05 01:00 TS ol
/ =
[ 0.5C . 105 7 T [¢]Open
6.1%/s Cfs 6.1%/s ~ Reverse Transcription
60T 60T
00:30 00:15
/ = ATV S 2 Step Amplification
6.1C/s
/L~ 3 step amplification
|
/ 95.0 |2 °C
/ /" | Melt
100
2 Step Amplification i Melt | Continuous Melt 6.1 5] o
HEa -
x40 m ®1
j— T~ Cooling
Stage Stage Type Cycle T Step Temperature Time
1 | 2Step Amplification 20 [+ 1 950T 01:00 ] ,~"\/ custom Stage
2 Melt 1 _ 2 60.0T 00:15
| 3 e80T 00:05
' 1 Close




CronoSTAR™ 96
a2 M Real-Time PCR System
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Ao A2 XS 2o HEYO| JhsotLt.
CronoSTAR 96 (user) -

File(F) View(V) Tool(T) Option{0) Help(H)

PEEEGE EPBE BB Clontech

Run Setting | Sampla Setting | RuUN Monitoring | Analysis ‘

= = memoseso , Experiment
Stepl S Step2 =] Stepl Step2 Step3 | !
| | Tube Type: |Clear -
95T 95T gT |
d ' 5 =
| TEE oo | : Reaction Volume: 25 [/l
I '
/ ! g Lid Heating: 105 '2|C [7] Open
6.1%/s /s 6.1%/s | |
80 60T i '
i
/ 00:30 00:15 ! 0
| e [
6.1%C/s i b
i | Step
I '
/ ' o Step Mode: Standard -
i D H
/ | B H Fluorescence: |Reading -
== 2 Stap Amplification =i Malt ] H Temperature: 60.0 3 °C
i x40 = x1 ' ]
' '
ffffffff Time: 00:30
Ramp: 6.1 = /s
Stage Stage Type Cycle U Step Temperature Time Fluorescence T
1 2sStep Amplification 40 [+ 1 |es0T 00:05 None "
2 Melt 1|2 2 60.0T 00:30 Reading -
b ‘l n

. = -
ExperimentE 474 olL}.

CronoSTAR 96 (user) =
File(F) View(V) Tool(T) Option{O) Help(H)

POEEGCEEBEER Clontech

Run Setting | Sample Setting | Run Monitoring | Analysis |

— — Experiment
Stept T+ Step2 =1 Step1 st
) ) Tube Type: Clear -
o o Tube Type: Clear,White,Frosted0{|A{ AMEH EE——
/ 00:05 01:00 Reaction Volume: |yt
/ Reaction volume: 5~50ul2| H2{0IM &I L Heating: O h
6.1%/s s 6.1%/s
60T
| o Lid Heating:Lid 2= /2
|
6.1C/s ]
i 1 e
1 1
y 0 H Step Mode: |standard ~
/ 1 1
1 1
/ 1 H H Fluorescence: |Reading -
i 1 [feadng 17
i 1
. 2 Step Amplification 1 Melt ] H Temperature: 60.0 5 °C
i it el x1 J !
bocooces Time: 00:30
Stage Stage Type Cydle D Step Temperature Time Fluorescance i BamEs 617 s
1 2Step Amplification 7 1 es0tT 00:05 Nane =
2 melt 1| o 2 60.0C 00:30 Reading -
il B
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Step &8 it
CronoSTAR 96 (user) -

File(F) View(V) Tool(T) Option{0) Help(H)

PEEEGE EPBE BB Clontech

Run Setting | Sampla Setting | RuUN Monitoring | Analysis ‘

= = ) Experiment
Stepl S Step2 =] Stepl Step2 !
i Tube Type: Clear -
95T 95T i
i ) -
/T — : Reaction Volume: 25 =L
|
! Lid Heating: 105 [/%C [7] Open
6.1%/s /s 6.1%/s f
60T 60T :
00:30 00:15 H
/ 0] H
6.1c/s 2
Step
=
/ Step ModeE Standard, Touchdown, Step Mode: Standard E
Standard
i Z= AMEH
/ Long, Gradient & ME P
Long
= 2 step Amplification - b = H = Temperature: Gradient
it o I FluorescenceE None / Reading & MEH = redien
Time: 00:30
Stage Stage Type Cyde D Step Temperature Time Fluorescence i Ramp: 615 %
1 2 step Amplification 40 [ 1 |gs0T 00:05 None -
2 Melt 1| oo 2 60.0T 00:30 Reading N
b ‘l n

4 MS 2 28

Sample Setting tabOilAl MEXEEE 2=stit (LHE0H Y€ 7ts)
CronoSTAR 96 (user) i
File(F) View(V) Tool(T) Option(O)} Help(H)

CEEELRE PR ERB Clontech

Run Setting | Sample Setting || Run Monitoring | Analysis
Al 1 T 3 4 5 3 7 3 [ 10 11 12 * Property

Sample: | v
Sample Type: v
Dye: Gene:
FAM M |
B HEX M |
Texas Red v
Cy5 M |
Alexa Fluor 680 v i

Ternra |

Standard Setting:

a4 || 4|l «

Dye:

«

o Standard Conc.:
Conc. Unit: v

Replicate
Replicate No.: v

Sample ID:

Unique ID:

Standard [l Positive [l Negative W NTC WINRC I Control || Reference Dye: B | -




CronoSTAR™ 96
a2 M Real-Time PCR System

b

MZS A3 WellS Mef3iC)

| Iy Y W

CronoSTAR 96 (user) =l

File(F) View(V) Tool(T) Option{0) Help(H)

PEEEGE BE B Clontech

Run Satting | Sample Setting | RuUN Monitoring | Anzlysis ‘

Al 1 2 3 4 5 3 7 8 s 10 11 12 “ Property

sample: || v

Sample Type: v

>

Dye: Gene:
FAM d |

B HEX M |

Texas Red M |

4 Oos M|

Alexa Fluor 680 v [Ji

Tamra M | |

Standard Setting:

3]
a4 4 4|4« |«

Dye: v
Standard Conc.:

o
1}
n
ro
=
o
o
=
=

Conc. Unit: v

Replicate

Replicate No.: v|

Sample ID:

Unique ID:

W Unknown Standard M Positive [ Negative W NTC [ NRC [ Control Reference Dye: | -

= -
Property @2 E I=otC}

CronoSTAR 96 (user) )
File(F) View(V) Tool(T) Option(O)} Help(H)

CEEELEEEERB Clontech

Run Setting | Sample Setting | Run Monitoring | Analysis ‘

All 1 2 3 4 5 3 7 8 L] 10 11 12 | property ]
. Sample: v
X Sample: HEY &= Sample Type: -
ple Type! Y
*‘I EH Dye‘ Gene:
Sample Type AEH P i | v
3 Dye:ALSBHE filter O HBHSXS Met = W
Texas Red M | v
JMEHTH= 5t B Tpox] o ~H v
MEISe dEEE alexa Fluor 650 v [l v
< FAM, TB Green, LC Green, Eva Green, SYTO 9 e vl v ]
HEX, TET, VIC, JOE e
Texas Red, ROX N .
Cy5 Conc. Unit: v
Alexa Fluor 680
TAMRA, Cy3, NED 1 Replicate
£ Replicate No.: v
Sample ID:
" Unique ID: B
M Unknown [l Standard |l Positive [l Negative WNTC WINRC I Control || Reference Dye: |88

-+ PR & 18500 ~EN NI

10



CronoSTAR™ 96

EeEl Real-Time PCR System

H= o

D

Standard,Repliciates A&t
CronoSTAR 96 (user) =

File(F) View(V) Tool(T) Option{0) Help(H)

PEEEGE BE B Clontech

Run Satting | Sample Setting | RuUN Monitoring | Anzlysis ‘

All 1 2 3 4 5 6 7 E: 9 10 11 12

Property -
H sample: | | v ’7
A Sample Type:  Standard v
H= g nla
Sample TypeOi|A| StandardE MEISHH Dye, oye I unincun
FAM Standard
f =
Standard Conc,Conc Unit2| 0| 7|'so|' O | M W rosiove
g )
iTexasrea | M Negative
NTC
[Ccys u
E W NRC
[7] Alexa Fluor 6
[l control
< [ Tamra
H Standard Setting: T
Dye: FAM v
. Standard Conc.: 0.000E+00
conc. Unit: U/ml v  Apply
Auto Setting
[Repiicate
E . i .
WO 2t Repllcate D, Replicate No.: v | Clear
f = A% BT Auto Setting
Reference DyeS oL},
Sample ID: Apply
¢ Unigue ID: Apply
" |Reference Dye: v
W Unknown Standard [ Positive [l Negative M NTC I NRC [ Control -

200609172811

5. 23S &0l Y 2N
Run MonitoringOflA A&t LIR9| 21015 SiCt.
CronoSTAR 96 (user) =

File(F) View(V) Tool(T) Option{O) Help(H)

CPOEEGRE BH Clontech

Run Setting | Sample Setting || Run Monitoring | Analysis

I |Real-time Flucrescence |~ £J [ |Temperature Program = | EJ
400 4 Stepl St=p2 Stepl Step2 St=p3
95.0°C 95.0°C LSl
300 | / 00:05 000
/ o.5%s o1
s0.0°C
2 2004 sk e 015
I / -
100 4
0 -
1 5 10 15 20 25 30 35 40
des 2 step Amplification Meit
o x40 xi
IDye Color - FAM . 4
|Sample Setting B E2 |Run Info B t2
Al I Z J o > B 7 = 2 iy il 2 Model Remarks 1P Address Piefauilt Tnstriment
& CroneSTAR 96
& MX2 F10|5 =1 cl[e: No) JE=X=] Elg|
B HTE =0lotll EHgleH MES MEST
I o = co =
o ung clickstt] BtSS A|=SICE
E
¥ Status: Unknown stage: --/ -- srep: ==/ ==
B
H Remaining Time: --

0200609172811

M



CronoSTAR™ 96
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D

6. 21t 20|
4702| 3130|242t 3= 0| BA|EIC,

CronoSTAR 96 (user) = o
File(F} View(V) Tool(T) Option{Q) Help(H)
PEEEHGE B wuw w Clontech

Run Setting | Sample Setting | Run Monitoring || Analysis ‘

Abs Quant(Stage2_Step2)

Amplification Curve | = 8 F Standard Curve ﬁ}%
50

40
30
20
10
0+ T T T T T
H 0 2 4 8 10 P
Log(Concentration)
Dye Gene Slope Efficiency RA2 Y-axial Intercept
5 10 15 20 25 20 kL 40 4
Cycles
|Gene Color - Select All FAM Load Std Curve |  |Clear Std Curve| | Save Std Curve Export File
Sample Setting 7 Result Table -k
g 10 Result

Well SampleID Sample Sample Type Dye Gene €t Concentration Concentration U
Al \ \SAMPLE \Unknown \FAM\ \ \Iu/ml

[ 128 _ Bl 200528C596-RC300

o o
lomalaln] 2,
File(F) View(V) Tool(T) Option(0) Help(H)
Clontech
Abs Quant(Stage2 Step2) | Melt Curve(Stage3) |
0 2 Log [ p— i R
2000 -
F[HA2E HA
1500 & ABS Quant Abs Quant HUIEE 2XM
-, 1000 ©) Rel Quant Ral Q t AMCHRIZE 2A]
L a aunt s oo ™=
500 R
@ Melt Curve
- |
0 — = = oz TMe
© Genotyping Melt Curve SoliF4=4]
-500 - - - - - -
1 5 10 15 20 25 30 () End Point Fluorescence .
5 —
Cycles Genotyping X|'=EIO|H &AM
IGeneCqur ~ | [v] Select Al [&] FAM
. ; SOt =
SelectStage:  Stage2 -/ F End Point Fluorescence HNEIQIE &2t 2
samples|
Al 2 3 4 5 6 7 8 9 Select Step: i
A Analytical Method:  Abs Quant
mple Sample Type Dye Gene  Ct  Concentration Concentration Unit
B
c oK Cancel I» Unknown  FAM - = u/ml £
Standard  FAM 17.738 4.285E+05 IU/ml
——————————
© 6 STD Standard  FAM 19.984 1.387E+05 IU/ml
E D6 STD Standard  FAM 22.459 4.005E+04 1U/ml
F E6 STD Standard  FAM 24.750 1.268E+04 1U/ml
fe 3 STD Standard  FAM 27.112 3.873E+03  1U/ml
. 1 crinnn o = T — =

12
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Abs Quant ZCHA =

CronoSTAR™ 96
Real-Time PCR System

Amplification Curve, Standard Curve, Sample Setting, Result Table, Raw Curve,
Raw Fluorescence, Heat Map2Q| 7719| 7|5 EE2 74

CronoSTAR 96 (user) =g
File(F) View(V) Tool(T) Option(O) Help(H)
g L] o L] L] 1=}
CLaEHGE B wuw w b Clontech
Run Setting | Sample Setting | Run Monitoring | Analysis ‘
Abs Quant(Stage?_Step2) | Melt Curve(Stage3) | Rel Quant(Stage2_Step2) | End Point Fluorescence(Stage2_Step2) \
12 2 Leg ] = |Standard Curve B 52
2000 mplification Curve 50
_brandard curve = o
1500 - 530
ample Setting 20
10
_ 1000 esult Table 5] ‘ ‘ I ‘ I !
= aw Curve 0 2 4 8 10 12
500 aw Fluorescence I Log(Concentration)
0 Liiaa = Dye Gene Slope Efficiency RAZ Y-axial Intercept
00 FAM -4,869 60.467% 0.985 42,368
1 5 10 15 20 25 30 35 40
Cydles
‘Genecu\ur ~ | [ Select All [¥]FAM Load Std Curve Clear Std Curve Save Std Curve Export File
- 0
|sample Setting = £3 (Ea |Result Table x| &2
A1 2 3 4 5 6 7 8 9 10 11 \:IRESU& :Ism‘sﬁm
A
well Sample ID Sample Sample Type Dye Gene Ct  Concentration Concentration Unit Standar
8 AS NTC  Unknown FAM = = u/ml =
c BS STD  Unknown |FAM 17.363 3.518E+05 1U/ml
D | Tes STD  Unknown [FAM 19.371 1.361E+05 1U/ml -
- D5 STD  Unknown [FAM 21.645 4.646E+04 IU/ml
ES STD  Unknown [FAM 24.020 1.511E+04 IU/ml -
F F5 STD  Unknown [FAM 26.465 4.754E+03  IU/ml
G G5 STD  Unknown [FAM 28.793 1.581E+03 IU/ml - B
H el T [T— S— >

Melt Curve 5=

Melting Curve, Melting Peak, Sample Setting, Result Table, Heat Map2|

5749 75 B==2 4
CronoSTAR 96 (user)
File(F) View(V) Tool(T) Option{O) Help(H)

PEEELE B ww w bE-
Run Setting Sample Setting | Run Monitoring | Analysis ‘

Abs Quant(Stage?_Step2) | Melt Curve(Stage3) | Rel Quant(Stage2_Step?) | End Point Fluorescence(Stage?_Step?) |

|78l Kad relt Curve B 152
2500 telt Curve
lelt Peak
2000 ample Setting
esult Table
1500 ieat Map
2
z
&
1000
500
0 T - - T - T - ]
60 65 70 75 80 85 90 95 o8
Temperature(°C)
|Dye Calor ¥ | [¥]Select All [¥]FAM
|5ample Setting B E2
Al 1 2 3 4 5 6 7 8 s 10 11 12
A
B
c
o
E
F
G
H

- ol
Clontech
= Melt Pack < 52
400 4
300 {
L 200
5
T
5
| ¥ 100
0
-100 - - - - - - - .
60 65 70 75 80 85 90 95 98
Temperature(°C)
|Dye Color - Select All FAM
[# @ Peak Value Sort © TM Sort |Result Table ~ b

Result

Well Sample ID Sample Sample Type Dye

AS NTC  Unknown FAM
H B5 STD  Unknown FAM
&5 STD  Unknown FAM
D5 STD  Unknown FAM
ES STD  Unknown FAM
F5 STD  Unknown FAM

Gene Tm1(°C) Peak Value 1 Tm2(°C) Peak Value2 Tm

84.52 250.76 74.10 58.96 E H
84.54 259.68 74.65 60.98 -
84.57 264.97 74.28 61.73 E
84.55 269.64 75.27 62.62 -
84.48 248.42 74.52 63.78 =~

13
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Ral Qaunt ACHAZFE M

Amplification Curve, Bar Chart, Sample Setting, Result Table, Standard Curve,
Raw Curve, Raw Fluorescence, Heat Map?2| 8742| 7|sE &= 4

CronoSTAR 96 (user) =0
File(F) View(V) Tool(T) Option{0) Help{H)

POEEGRES ® B w uw w Clontech

Run Setting | Sample Setting | Run Monitaring | Analysis ‘

Abs Quant(Stage2_Step2) | Melt Curve(stage3) | Rel Quant(stage2 Stepz) | End Point Fluorescence(Stage2_Step) | Rel Quant{Staged Step2) 1

1P [ e G eraas B o = W Bar Chart s 52
2000 4 | Amplification Curve 4
Standard Curve = HFAM
= 3
1500 4 7 |Bar Chart
7 Sample Setting g 2
g Result Table g
2 &
& Raw Curve 2
500 -| | 2
Raw Fluorescence 8 g o
o = — __{Heat Map 2
Bh -1
-500 T 2 4 r
1 s 10 15 20 25 30 35 40 E g
Cydles B
Gene Color ~| | [ Select All [@ FAM Gene, Sample
|sample: setting B £2 [ |Result Table B &2
Al 1 2 3 4 s 6 7 8 ] 10 1 12 Result | Statistics
A
s Well Sample ID Sample Sample Type Dye Gene Ct  Reference Dye UniqueID Replicate RefS
= AS NTC  Unknown FAM = None +
o | s STD  Unknown FAM 17.363 None
C5 STD  Unknown FAM 19.371 None
£ D5 STD  Unknown FAM 21.645' None
F ES STD Unknown  FAM 24.020 None
S F5 STD  Unknown FAM 26.465 None ~
H o m ) ,

End Point Fluorescence HIEXQIE T2

Amplification Curve, End Point Fluorescence Scatter Plot, Sample Setting, Result Table,
Raw Curve. Raw Fluorescence, Heat Map?| 7742| 7|5 BE== ++4

CronoSTAR 96 (user) =
File(F) View(V) Tool(T) Option(0) Help(H)

CEEEGS BB uw u Clontech

Run Setting | Sample Setting | Run Monitoring | Analysis ‘

Abs Quant(Stage2_Step2) | Melt Curve(Stage3) | Rel Quant(Stage2_Step2) End Paint Stage2_Step2) | Rel Quant(Stage2_Stap2)_1
|78 Kad |Amplification Curve [ ~| £3 = End Point Fluorescence| ~ | £
2500 mplification Curve 2500 -
nd Point Fluorescence Scatter Plot] . il . o
2000 2000 | - . [ - . J
. .
1500 Bl -
2 &
g 1000 aw Flvorescence .
500
500
0 -
0l - - - - - - - - - - - -
-500 T 1 8 16 24 0 40 48 56 64 72 80 88 96
1 5 10 15 20 25 30 35 40 Well Index
Cydles
(Gene Color | =| @ Select Al [#]Fan Positive & Negative = M =
|sample Setting M 53 = |Result Table M 53
Al 2 3 4 5 6 7 g B 10 1 12 @
A Well Sample ID Sample Sample Type Dye Gene Reference Dye End Piont RFU  Result
s AS NTC Unknown  FAM 200 Negative
[C) H BS STD  Unknown FAM 2066 Positive H
(&5 STD  Unknown FAM 2137 Positive
E D5 STD  Unknown FAM 2189 Positive
¢ ES STD  Unknown FAM 2190 Positive
© F5 STD  Unknown FAM 2076 Positive
H G5 STD Unknown  FAM 1958 Positive -

14
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Genotyping X|'E}0[Z!

CronoSTAR™ 96
Real-Time PCR System

Amplification Curve, Scatter Plot, Sample Setting, Result Table, Raw Curve,
Raw Fluorescence, Heat Map2| 77H9| 7|s2&2 74

CronoSTAR 96 (user)
File(F) View(V) Tool(T) Option{0) Help{H)

GEDEELGR @ E wuw wuw bE-
Run Setting | Sample Setting | Run Monitaring | Analysis ‘

Abs Quant(Stage«_Step2) | Genotyping(Stage4 Stepd) |

122 g vcurve || B2
7000 bmplification Curve
5000 catter Plot i
5000 | ample Satting
esult Table
4000
- av Curve
Z L aw Fluorescence
2000 4 ieat Map
1000
0
-1000 T T T T T T J
5 10 15 20 25 30 35 40
Cydles
|Gene Color - Select All FAM [¥]HEX
|sample: setting B £2
A1 2 3 4 5 6 7 [ ] 10 11 12
A
)
c
D
E
F
G
H

-0
Clontech
k= Scatter Plot = 52
5000
4000 E
— 3000
=
o]
< 2000
S
2
|2 1000
0 ]
-1000 - T T T T T T T T 1
-1000 (i 1000 2000 3000 4000 5000 6000 7000 8000
RFU {FAM)
o A Negative #  Uncertaipap/HEX -
[# Manual Discrimination: - |Result Table o 52

well Sample ID Sample Sample Type Dye  Gene X-axis End Piont Fluorescence Y-axis End Pion

c4 Unknown  |FAM/HEX. 6684.4 106.0 :
H D4 Unknown  |FAM/HEX 6863.4 121.3 [

E4 Unknown  FAM/HEX 0.0 0.0

F4 Unknown |FAM/HEX 6743.7 99.0

cs Unknown  FAM/HEX 0.0 0.0

D5 Unknown |FAM/HEX 0.0 0.0 -

Z1t= Excelft PNGEAICR E3HIHsS
CronoSTAR 96 (user)
File(F) View(V) Tool(T) Option{O) Help(H)

GEEEGR B8 ww w 5E-
Run Setting | Sample Setting | Run Monitoring | Analysis ‘

Abs Quant(Stage2_Step2)

Amplification Curve |+ | £3

10000

8000 4

6000 -

RFU

4000

2000 4

-2000 T T T T
1 25 30 35 40
Cycles

‘Gene Color - Select All [¥] Cy5 - US-N1 US-N2.

5 10 15 20

|Sample Setting -
9 10 11

=
~
w
-
7]
o
~
@

= 2 22I5tH ExportIts

X}, 2Xt data= Excel&Al

A

siatdatas PNGEA

T 0 mmoaw >

- b3
Clontech
Standard Curve B 52
40
30
20
10
| 0 2 4 10 12 14
Log(Concentration)
Dye Gene Slope Efficiency RAZ Y-axial Intercept
s US-N1 US-N2 -3.733 85.200% 0,994 43.829
Load Std Curve | [Clear Std Curve| | Save Std Curve Export File
|Result Table i =2
Well SampleID Sample Sample Type Dye Gene Ct  Concentration Concentration
B7 Standard |Cy5 US-N1 US-N2 30.323 4.145E+03 IU/ml <
I c7 test Standard  Cy5 US-N1 US-N2 33.470 5.951E+02 IU/ml
D7 test Standard  Cy5 US-N1 US-N2 37.138 6.195E+01 IU/ml
E7 test standard | Cy5 US-N1 US-N2 41.545 4.090E+00 I1U/ml
F7 test Unknown  Cy5 US-N1 US-N2 - - u/ml
E8 Positive  Cy5 US-N1 US-N2 25.618 7.546E+04 Iu/ml
FRI RC20N PC Nenative Cus 1IS-N1 IIQ—N") - - Tml -
g n v
=]
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CronoSTAR™ 96
FGAHM Real-Time PCR System

7. =X SHHM 27
=AM S 24l =7|=kE AXIE ot7|2] 2tHO| EA|EIL.

ClOﬂteCh Ready om 11:03 M

2020-85-21

Experiment File Run Setting Run Monitoring General Setting
Experiment File: 24X &t —
Run Setting: BF2X 49| Xty ! X
Run Monitoring: &A1 2721 A4, MA[ZF 2401
General Setting : ZX[Q| HH 201 S

New: 22 2MEXH 2y

Rename: 4% 0|5 HZ

Delete: 2MEH AK|

USB: datal| import/export

Experiment File: 4/1000 New Rename Delete 5855,

b =falle
Run Setting tabO|M 2MEXHE &SI

ClonteCh Ready = 10:59 P

2020-085-21
Experiment File Run Setting Run Monitoring ‘ General Setting
Temperature Setting | Fluorescence Setting |
Tube Type:| Clear Reaction Volume:| 25 pL E| Lid Heating:| 105 °C E
, _ Temperature | Time |Flu0r“| Edit
EHEY, B3 E, Lid 25 HH5ITt
+ -}
\ 4 \ 4

a50a
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CronoSTAR™ 96
FGAHM Real-Time PCR System
'+, click 5t0{ cycle2 F7letCt,
Clontech reaa S5 30200821

Experiment File Run Setting Run Monitoring ‘ General Setting ‘

Temperature Setting Fluorescence Setting |

-I =] Rus restns: o < %))
& Stage Cycle Temperature | Time |Fluor-| Edit |
+ ) T e i B i su Trasreripriss RPN, <\., saplisicatien

B85
ALZ0ote Filteret =25 MESITL

Clontech reas 5 20000521

Experiment File Run Setting Run Monitoring ‘ General Setting ‘
Temperature Setting | Fluorescence Setting |
Channel | Dye | Excitation/Emissionl
1 FAM 465/510
L] =2 HEX 527/563
L] s Texas Red 580/616
|:| 4 Cy5 632/664
L] s Alexa Fluor 680 680/730
D 6 Tamra 527/616

2X0| WEZ checktCt T V9 pull downOf|Af MEtStCt
| J” = w M
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CronoSTAR™ 96
Real-Time PCR System

11:08 PM

IE 2020-85-21

=523
Run Monitoring 2fHO|A A= MBS 24015
Clontech rea
Experiment File Run Setting Run Monitoring General Setting
Remaini Time: -- St teefm- Cycle: ==/== Step: ==/==
emaining Time age ycle ep Fluorescence
= i
TB Green
LC Green
Eva Green
SYTO 9
HEX
TET
VIC

Amplification MEZS NE

11:03 PM

;!; 2028-85-21

<<

2| PLIE{0|A A3t data= USBZ back up ot0f 0|5 A|ZICt
Run Monitoring ‘ General Setting

Clontech re
Run Setting

Experiment File

W
.

exp-28208513223755
USBZ dataZ Export StCt.

Export Experiment..).

Import Experiment. ..
USB...

Rename H Delete ‘

=1l
D=0

Experiment File: 4/1e06
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CronoSTAR™ 96
Real-Time PCR System

8. Troubleshooting

ATEQO0= YEtMOo 2 Q2 HA|X| & 2K CHAH| 7t EA|EL|CY

ULMOZ HIE = AX| A|AHIS CHA| A|ZfoH

ATEQ09 &

=
NO Error 22l 8N
TS HEGHA| LUCE | TS HEBICL
M AQIX|7} Off2
(i XMLe|A Qo = 7
(0] QU I A QXIS ON AlZICE
StHO|| OFF *E M AEZ ot [ F2A|F|HL
Lol_. AHET'__ |_'EI PR — J-l—x“o I:'I-
SXHe MY Mg Myst Hel2 2FHTt
SXO| o SXE WIX|BCH
7|Et TN =Z 22
A AR 2tO] M A —
] ol= AT MM Z 2
5 Lo H|
HA|EC - 5
ErrorHM|X| 7} HEA[EIC ror0] e Ze M7| 3|M0)| CHE MY|7| 2 2 3|22
SOl RO, AR L2 BHCh
] XEHO| HE K R ANAES WIHS STt
3 [ ANAHESE E=HOES
7|Et HiNME 29
. eIt 2CHO DIMH 2EH0IE AlEfett
Sc7HA] =L 7|E} o x| 2 29
X% process 2% Z 2 proces 201 = SHH [ test StC
JN[elz=2SEoN ME2 ALOZ SHH [ A Strt
ISP Y
5 HEAESH ugamo) 2710
ENREI=
(257} Bxx ME=ME re-setting SHC .
cycle 2% 5)
7|Et TIHX ZE 29
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CronoSTAR™ 96
Real-Time PCR System
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Code HEE 8

NJ300 0.2 ml Hi-8-Tube 125 strips
NJ302 0.2 ml Hi-8-Flat Cap 125 strips
NJ600 0.2 ml 8-strip tube, individual Flat Caps 120 strips

CI71213 2|OtHio]| 2 B T 2 ()
05806 AISEEA| FHT JHITIXZ22 108 &EI7HE 6012

DX MIE TEL 02-2081-2510 | FAX 02-2081-2500 | support@takara.co.kr
Of ™ X| A} TEL 042-828-6525 | FAX 042-828-6526 | tkbd@takara.co.kr
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